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NTDB id 425 SGO RS10525 WP 012131081.1 MKN.SSNFFKKTLQVFIVLLVGFIGGVAGTWGFSYFSTPHSATNNNQKTATTVTTSYKNSNSTTEAVDKVKDAVVSVITY 79
NTDB id 539 SM12261 RS09395 WP 000681587.1 MKH.LKTFYKKGFQLLVVIVISFFSGALGSFSINQLTQKSTEST.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 256 KZH43 RS10270 WP 000681597.1 MKH.LKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 215 SPD RS10945 WP 000681597.1 MKH.LKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 181 SPR RS10425 WP 000681597.1 MKH.LKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 145 SP RS11450 WP 000681597.1 MKH.LKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNN.SNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY 78
NTDB id 1067698 ACFSN5 RS10420 WP 165212586.1 MENSKKIPWKKILTPFLVLLIGFIGGLLATFLMLKLSGV..TTSIG..KTSVSNIKYNNSSDVTKAVDKVKDAVVTVSNY 76
NTDB id 381 SMU RS09890 WP 002262650.1 MNNTKSHPFLKWFIPFLVIFLTFILGVISTLTFNWITGNKSFSNNG..KTTVSNVIYDTKSNTTKAVKNVKNTVVSVINY 78
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NTDB id 425 SGO RS10525 WP 012131081.1 SESNSDAIF.....DNNNSGNENDQVASEGSGVIYRKDKDYAYLVTNTHVINGAKKVDIRLADGN....KVPGEIVGTDT 150
NTDB id 539 SM12261 RS09395 WP 000681587.1 SANRQNSVF.....GNDDTDTDSQQISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGT....KVPGEIVGADT 149
NTDB id 256 KZH43 RS10270 WP 000681597.1 SANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGT....KVPGEIVGADT 149
NTDB id 215 SPD RS10945 WP 000681597.1 SANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGT....KVPGEIVGADT 149
NTDB id 181 SPR RS10425 WP 000681597.1 SANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGT....KVPGEIVGADT 149
NTDB id 145 SP RS11450 WP 000681597.1 SANRQNSVF.....GNDDTDTDSQRISSEGSGVIYKKNDKEAYIVTNNHVINGASKVDIRLSDGT....KVPGEIVGADT 149
NTDB id 1067698 ACFSN5 RS10420 WP 165212586.1 QELSDAEAEA.ADKAGIEKDKDGLVQYGQGSGVIYKKDGKDAYVVTNAHVVDGAEKLTIMMGTEKDQKEAIKGDLVGSDT 155
NTDB id 381 SMU RS09890 WP 002262650.1 QKTDNSYYNYDSGSQEKNKSEDGLGVYGEGSGVIYKKDGDSAYLVTNNHVVKDAEKLEIMMANGK....KVVGKLVGSDT 154
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NTDB id 425 SGO RS10525 WP 012131081.1 YSDISVVRIPADKVKNVAEFGDSSKLTVGETAIAIGSPLGSDYANTVTQGIVSSLSRNVSSRSEDGQTIATQAIQTDAAI 230
NTDB id 539 SM12261 RS09395 WP 000681587.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAI 229
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NTDB id 215 SPD RS10945 WP 000681597.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAI 229
NTDB id 181 SPR RS10425 WP 000681597.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAI 229
NTDB id 145 SP RS11450 WP 000681597.1 FSDIAVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAI 229
NTDB id 1067698 ACFSN5 RS10420 WP 165212586.1 YSDLAVIKISSDKVSKIAEFADSSSVKVGETAIAIGSPLGSEFANTVTQGIVSSLDRTVTLQAEDGSTVQTKAFQTDAAI 235
NTDB id 381 SMU RS09890 WP 002262650.1 YSDLAVIKISSKYVTTVAEFANSDKIKVGEPAIAIGSPLGSDYANSVTEGIVSSLSRTVTSQNENGETISTNAIQTDAAI 234
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NTDB id 425 SGO RS10525 WP 012131081.1 NPGNSGGPLVNIQGQVIGITSSKIANTNN..GSTSVEGMGFAIPSNDVVNIIEQLEKNGKVIRPALGIQMVNLSSLSSSS 308
NTDB id 539 SM12261 RS09395 WP 000681587.1 NPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNINTSD 305
NTDB id 256 KZH43 RS10270 WP 000681597.1 NPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD 305
NTDB id 215 SPD RS10945 WP 000681597.1 NPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD 305
NTDB id 181 SPR RS10425 WP 000681597.1 NPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD 305
NTDB id 145 SP RS11450 WP 000681597.1 NPGNSGGPLINIQGQVIGITSSKIAT..N..GGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSD 305
NTDB id 1067698 ACFSN5 RS10420 WP 165212586.1 NPGNSGGALINIEGQVIGINSSKITME.......GYEGMGFAIPSNDVVSTINQLEKDGKVVRPALGITMADLSSASSSI 308
NTDB id 381 SMU RS09890 WP 002262650.1 NPGNSGGALINIKGQVIGINSSKIASSNNSNSGVAVEGMGFAIPSNDVVSIINQLEENGEVVRPALGISMANLSEASTSG 314
consensus !!!!!!!*!*!!*!!!!!!*!!!!** * *****!!*!!!!!*!!****!*!!!**!*!*!!!!!!*!**!!****!*



logo

Q
R
S
I
D
R
K
T
R
V
L
D
K
N
L
V
IPDSDNVKTKNSGI

V I
VVGLRSTVQTSDGNMPADNGKHLKEEKYDVITEKI

V
N
D
G
D
T
K
K
EVI STASAIVSASTEDI

LQ
E
S
E
I
ALYKNHKSKINGEDEKTVITKVLITFYYREDNKGDNKKEKQETVTDETS IQKLDTN

NTDB id 425 SGO RS10525 WP 012131081.1 SDRLKLPDNVKNGVVVRSTQTGMPADGKLEKYDVITKIDDTEISSASDIQSALYKHSINEEIKVTYYRDGKEQTTTIKLT 388
NTDB id 539 SM12261 RS09395 WP 000681587.1 IRRLNIPSNVTSGVVVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLD 385
NTDB id 256 KZH43 RS10270 WP 000681597.1 IRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLN 385
NTDB id 215 SPD RS10945 WP 000681597.1 IRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLN 385
NTDB id 181 SPR RS10425 WP 000681597.1 IRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLN 385
NTDB id 145 SP RS11450 WP 000681597.1 IRRLNIPSNVTSGVIVRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLN 385
NTDB id 1067698 ACFSN5 RS10420 WP 165212586.1 QDKVDVPDDVTKGVVVGSVQSDMPADGKLEEYDVITKINDKEVTSVAELQEELYKHKIGDTVTLTFYRDGNKKTVDIKLT 388
NTDB id 381 SMU RS09890 WP 002262650.1 RDTLKIPSDVTSGIVVLSTQSGMPADGKLKKYDVITEIDGKKVASISDLQSILYKHKKGDKIKLTFYREKDKQTVEIQLT 394
consensus ******!**!**!**!*!*!**!!!*!*!**!!!!!********!****!**!!*!********!*!!*****!**!*!

logo KTSNTSDNQGDLDNSEHTSESSSSK
NTDB id 425 SGO RS10525 WP 012131081.1 KSTDDLSSE.... 397
NTDB id 539 SM12261 RS09395 WP 000681587.1 KSSGDLES..... 393
NTDB id 256 KZH43 RS10270 WP 000681597.1 KSSGDLES..... 393
NTDB id 215 SPD RS10945 WP 000681597.1 KSSGDLES..... 393
NTDB id 181 SPR RS10425 WP 000681597.1 KSSGDLES..... 393
NTDB id 145 SP RS11450 WP 000681597.1 KSSGDLES..... 393
NTDB id 1067698 ACFSN5 RS10420 WP 165212586.1 KTNNDLDTSSSSK 401
NTDB id 381 SMU RS09890 WP 002262650.1 KTSQDLNH..... 402
consensus !***!!**

X non conserved

X similar

X ≥ 50% conserved


