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TGQKDGTAVYTIRMI LPLGGYVRMAGWGDEDKTTE IK
NTDB id 1067693 ACFSN5 RS09685 WP 165212137.1 MLLNIIIFIIVFGVIVTVHEFGHFYFAKKSGILVREFAIGMGPKIFAHIGQDGTAYTIRMLPLGGYVRMAGWGDDKTEIK 80
NTDB id 323 STU RS10650 WP 011225396.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
NTDB id 291 STER RS01205 WP 011680685.1 .MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK 79
consensus ***!!*!***!*!!!**!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!*!*!!!*!!!!*!!!!!!!!!!!!!*!*!!!!

logo TGTSPVASLTLNGDKQDGLKVSRR INLSDKRQLVDTQDTSALPMNVTAYDLEDQKLHTITGLVLDGETKTYSEVDHDATI IVEEDGTE I
LR IAPLKDVQ

NTDB id 1067693 ACFSN5 RS09685 WP 165212137.1 TGTPVSLTLNDQGLVSRINLSDKQLDTDSLPMNVTAYDLEDQLHITGLVLDETKTYSVDHDATIIEEDGTEIRIAPLDVQ 160
NTDB id 323 STU RS10650 WP 011225396.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQ 159
NTDB id 291 STER RS01205 WP 011680685.1 TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQ 159
consensus !!*!*!!!!***!*!*!!!!!!*!*!***!!!!!!!!!!!!*!*!!!!!!*!!!!!*!!!!!!!*!!!!!!*!!!!*!!!

logo YQNASVIWGRML ITNFAGPMNNF I LGTVVLVLF I IMLVAF IVQGGAVPQNDPTNSTNAL IRQVADNGGPAAQAVASGI
LKSTGDRAI LVSAIANDKKDKVETNDWSDDSLTK

NTDB id 1067693 ACFSN5 RS09685 WP 165212137.1 YQNASVWGRMITNFAGPMNNFILGTVVLIIMVFIQGGAPNPNTNAIRVADGGPAQAAGIKSGDRILSIADKKVENWSDLT 240
NTDB id 323 STU RS10650 WP 011225396.1 YQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLK 239
NTDB id 291 STER RS01205 WP 011680685.1 YQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLK 239
consensus !!!!!*!!!*!!!!!!!!!!!!!!**!*!!**!*!!!*****!!*!*!!*!!*!!**!*!*!!*!**!***!!**!**!*
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L I LT
NTDB id 1067693 ACFSN5 RS09685 WP 165212137.1 EAVASSTKGLKKDEQINLTIQDKSKHIKKVKVKPKKVNGSYLIGVQQAMKTDFWGKLVGGFNLALTAMTQLIRAVGNIIL 320
NTDB id 323 STU RS10650 WP 011225396.1 EALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLIT 319
NTDB id 291 STER RS01205 WP 011680685.1 EALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLIT 319
consensus !!****!****!******!************!!!****!!!**!!****!!****!**!!!**!****!*********!*
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NFSLNKLGGPVAMYFQMVSGAQAASHESGFLVIDSVI LFDLMGMLSMINLGVIVFNLFIP IPALDGGKI LV I

MNI I EA IRRKPLRNQETI ETSYITLVAG
NTDB id 1067693 ACFSN5 RS09685 WP 165212137.1 HFSLNKLGGPVAMYQMVGQAAHSGFVDVLFLMGMLSMNLGVVNLFPIPALDGGKILINIIEAIRRKPLRQETETYITLVG 400
NTDB id 323 STU RS10650 WP 011225396.1 NFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAG 399
NTDB id 291 STER RS01205 WP 011680685.1 NFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAG 399
consensus *!!!!!!!!!!!!*!!**!!**!!****!*!!!!!!*!!!**!!*!!!!!!!!!!**!!!!!!!!!!!*!!*!*!!!!*!

logo VAI
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VVLMVIAVTWNDIMRAFF
NTDB id 1067693 ACFSN5 RS09685 WP 165212137.1 VAIMLVLMVAVTWNDIMRAFF 421
NTDB id 323 STU RS10650 WP 011225396.1 VAVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 VAVMVVLMIAVTWNDIMRAFF 420
consensus !!*!*!!!*!!!!!!!!!!!!
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