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MLLNp®§T|3 FEVIVIRYHEFGHF FAK SGILVREFAIGMGPKIFAHMGEDGTEIZYTIR LPLGGYVRMAGWG DIYTEIK
AMKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK
AMKATIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIK
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TG PRYSLTLNPINGIRVERINLSD Q Dpyy LPMNVTAYDLEDWLEBIITGLVLIJETKTYFVDHDATI EEDGTE RIAPDVQ
TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQ
TGSPASLTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQ
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YQNAS WGR ITNFAGPMNNFILGEY VIRII |YF QGGERY BNTNEIVA GGIFAQEY G K GDIIT  IEWUKVIR WEILIN
YQNASIWGRLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLK

YQNASIWGRLITNFAGPMNNFILGVLVFITLAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLK
Pk b ok Dokok Dokokok | Dokok Dok |
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1WA S SINK G LKJSDE QN BN DK SKH I K KMK\ A KIM VRN MNea’ () Q ARGND F W Gl Vielea s T FAL T | Myy QSRR A MG NN
EALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLIT

EALRENTQKFSKGDSLSVTVKRSNGQEETISVKPQISQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLIT,
DV oskokok ok |oskokokok | okokokokokok | ok okokskokskokskokskok ok | 1 Dokokokok | 1 Dokok | Dokokokok | Dokokokok Dokok 1 Dok |okokokok |oskokosk ok osk ok ok ok ok |
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BHIFSLNKLGGPVAM QMY QA IISGjg I LIFLMGMLS NLG |YNLIJPIPALDGGKI MNIIEAIRRKPLBIQEWE YITLYG
NFSLNKLGGPVAMFQMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAG
NFSLNKLGGPVAMFQOMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAG
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