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NTDB id 1067688 ACFSN5 RS08945 WP 165213258.1 MKQEQVTYIILIVALVIAINIILEAVRRYFRSRGAAPVSQSAAKASGSSSLFFRRRYKLVPQVDTRDCGPAALASVAKHY 80
NTDB id 358 SMU RS01425 WP 002263523.1 .....MKQVIYVVLIVIAVNILLEIIKRVTKRGGT..VSSSNPLPDGQSKLFWRRHYKLVPQIDTRDCGPAVLASVAKHY 73
NTDB id 421 SGO RS10260 WP 012131060.1 .................................................MKFRKQ..HYRAQVDTRDCGVAALAMIFGYY 29
NTDB id 511 SMSK321 RS10730 WP 000668322.1 .................................................MKFGKR..HYRPQVDQMDCGVASLAMVFGYY 29
NTDB id 483 SM12261 RS00275 WP 000668315.1 .................................................MKFGKR..HYRPQVDQMDCGVASLAMVFGYY 29
NTDB id 247 KZH43 RS00220 WP 000668290.1 .................................................MKFGKR..HYRPQVDQMDCGVASLAMVFGYY 29
NTDB id 206 SPD RS00235 WP 000668290.1 .................................................MKFGKR..HYRPQVDQMDCGVASLAMVFGYY 29
NTDB id 171 SPR RS00230 WP 000668290.1 .................................................MKFGKR..HYRPQVDQMDCGVASLAMVFGYY 29
NTDB id 131 SP RS00255 WP 000668284.1 .................................................MKFGKR..HYRPQVDQMDCGVASLAMVFGYY 29
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NTDB id 1067688 ACFSN5 RS08945 WP 165213258.1 GSDYSLAHLRELSQTDKQGTTALGLVEAAKAIGFETRSIKADMSLFDYTDLTYPFIVHVLKNKRLQHYYVVYANEKDSLI 160
NTDB id 358 SMU RS01425 WP 002263523.1 GSNYSIAYLRELSKTNKQGTTALGIVEAAKKLGFETRSIKADMTLFDYNDLTYPFIVHVIKGKRLQHYYVVYGSQNNQLI 153
NTDB id 421 SGO RS10260 WP 012131060.1 GSYFSLATLREKAKTTNDGTTALGLVKVAEGLNFETRAFKADMSLFDLEEVSYPFIAHILKDGKLLHYYVVTGQDKHTIH 109
NTDB id 511 SMSK321 RS10730 WP 000668322.1 GSYYSLAHLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKGSIH 109
NTDB id 483 SM12261 RS00275 WP 000668315.1 GSYYSLAHLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIH 109
NTDB id 247 KZH43 RS00220 WP 000668290.1 GSYYFLAHLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIH 109
NTDB id 206 SPD RS00235 WP 000668290.1 GSYYFLAHLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIH 109
NTDB id 171 SPR RS00230 WP 000668290.1 GSYYFLAHLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIH 109
NTDB id 131 SP RS00255 WP 000668284.1 GSYYFLAHLRELAKTTMDGTTALGLVKVAEEIGFETRAIKADMTLFDLPDLTFPFVAHVLKEGKLLHYYVVTGQDKDSIH 109
consensus !!****!*!!!***!***!!!!!!*!**!****!!!!**!!!!*!!!******!!**!**!***!*!!!!!*********
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NTDB id 1067688 ACFSN5 RS08945 WP 165213258.1 IGDPDPNVKVTRLSKKDFQEEWTGLAIFLAPTPSYQPKKDEKNGLMSFVPIILRQKALLTYIILASLIVTLIDIVGSYYL 240
NTDB id 358 SMU RS01425 WP 002263523.1 IGDPDPSVKVTRMSKERFQSEWTGLAIFLAPQPNYKPHKGEKNGLSNFFPLIFKQKALMTYIIIASLIVTLIDIVGSYYL 233
NTDB id 421 SGO RS10260 WP 012131060.1 IADPDPQVKMTKISRERFEQEWTGITIFLAPSPAYKPSQEKKNGLLDFIPLLIKQKGLITNIVLATLLVTLINIVGSYYL 189
NTDB id 511 SMSK321 RS10730 WP 000668322.1 IADPDPGVKLTKLPRERFAEEWTGVTLFMAPSPDYKPHKDQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYL 189
NTDB id 483 SM12261 RS00275 WP 000668315.1 IADPDPGVKLTKLPRERFAEEWTGVTLFMAPSPDYKPHKDQKNGLLSFIPILVKQRGLIANIVLATLLVTLINIVGSYYL 189
NTDB id 247 KZH43 RS00220 WP 000668290.1 IADPDPGVKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYL 189
NTDB id 206 SPD RS00235 WP 000668290.1 IADPDPGVKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYL 189
NTDB id 171 SPR RS00230 WP 000668290.1 IADPDPGVKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYL 189
NTDB id 131 SP RS00255 WP 000668284.1 IADPDPGVKLTKLPRERFEEEWTGVTLFMAPSPDYKPHKEQKNGLLSFIPILVKQRGLIANIVLATLLVTVINIVGSYYL 189
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VFQTHLPMSFFATRRTGE ITVSRF

NTDB id 1067688 ACFSN5 RS08945 WP 165213258.1 QGMLDEYIPDQLISTLGIITIGLIITYIIQQLMSFAKEYLLNVLSLRLVIDVILSYIKHIFTLPMSFFATRRTGEITSRF 320
NTDB id 358 SMU RS01425 WP 002263523.1 QGILDEYIPDQLISTLGMITIGLIITYIIQQVMAFAKEYLLAVLSLRLVIDVILSYIKHIFTLPMSFFATRRTGEITSRF 313
NTDB id 421 SGO RS10260 WP 012131060.1 QSIIDTYVPDHMKTTLGMISIGLIIVYILQQFLSYAQEYLLLVLGQRLSIDVILSYIKHVFQLPMSFFATRRTGEIVSRF 269
NTDB id 511 SMSK321 RS10730 WP 000668322.1 QSIIDTYVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRF 269
NTDB id 483 SM12261 RS00275 WP 000668315.1 QSIIDTYVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRF 269
NTDB id 247 KZH43 RS00220 WP 000668290.1 QSIIDTYVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRF 269
NTDB id 206 SPD RS00235 WP 000668290.1 QSIIDTYVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRF 269
NTDB id 171 SPR RS00230 WP 000668290.1 QSIIDTYVPDQMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRF 269
NTDB id 131 SP RS00255 WP 000668284.1 QSIIDTYVPDQMRSTLGIISIGLVIVYIFQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRF 269
consensus !***!*!*!!****!!!*!*!!!*!*!!*!!****!*!!!!*!!**!!*!!!!!!!!!!*!*!!!!!!!!!!!!!!*!!!



logo

S
TDANRQS I INDAVLASTI FLS I FLDMVTS IMTLVI

L
S
V
L
V
I
V
I
A
G
S
I
G
LVLLFAVSQNSNTHSNLFLF ILMTLLGSAI

LPVIYATLIV I ITFLAFLMKPFEKMNHREDVTMESANSALVVLSSS I I E
NTDB id 1067688 ACFSN5 RS08945 WP 165213258.1 SDANQIINAVASTIFSIFLDVTMLLVVGGVLLVQNNHLFLLTLLSIPIYAIIITAFLKPFEKMNHEVMEANAVVSSSIIE 400
NTDB id 358 SMU RS01425 WP 002263523.1 TDANQIIDAVASTIFSIFLDMTMVILVGGVLLAQNNNLFFLTLLSIPIYAIIIFAFLKPFEKMNHEVMESNAVVSSSIIE 393
NTDB id 421 SGO RS10260 WP 012131060.1 TDANRIIDALASTILSIFLDVSIVSIIAIVLFSQNSSLFFLTLLGIPVYALIIFLFMKPFEKMNHETMEANSLLSSSIIE 349
NTDB id 511 SMSK321 RS10730 WP 000668322.1 TDANSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIE 349
NTDB id 483 SM12261 RS00275 WP 000668315.1 TDANSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFITLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIE 349
NTDB id 247 KZH43 RS00220 WP 000668290.1 TDANSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIE 349
NTDB id 206 SPD RS00235 WP 000668290.1 TDANSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIE 349
NTDB id 171 SPR RS00230 WP 000668290.1 TDANSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIE 349
NTDB id 131 SP RS00255 WP 000668284.1 TDANSIIDALASTILSIFLDVSTVVIISLVLFSQNTNLFFMTLLALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSSIIE 349
consensus *!!!*!!*!*!!!!*!!!!!*********!!**!!**!!**!!!**!*!**!!**!*!!!!!!!***!!*!***!!!!!!

logo DINGMIETIKSLTSEKTSANQRYQNKIDGSKEFVTDYLEKKNSFAKRTLYGHQSKRMSYANSEASLIQQTKSVALKASKAGVARKHL ILLNVLVGI LWLYMGSAQRTVLVMDNQGKI
MSVLGQL ITFYNAT

NTDB id 1067688 ACFSN5 RS08945 WP 165213258.1 DINGMETIKSLTSETNRYQNIDGEFVDYLEKNFRLQKMNAIQTSLKSGAKLILNVVILWYGAQLVMDGKISVGQLITFNA 480
NTDB id 358 SMU RS01425 WP 002263523.1 DINGMETIKSLTSESARYQNIDSEFVDYLEKNFKLHKYSAIQTALKSGAKLILNVVILWYGSRLVMDNKISVGQLITFNA 473
NTDB id 421 SGO RS10260 WP 012131060.1 DINGIETIKSLTSEKQRYQKIDKEFVTYLKKSFAYGRSESLQKVLKAAARLILNVLILWLGATLVMDQKISLGQLITYNT 429
NTDB id 511 SMSK321 RS10730 WP 000668322.1 DINGIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNT 429
NTDB id 483 SM12261 RS00275 WP 000668315.1 DINGIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNT 429
NTDB id 247 KZH43 RS00220 WP 000668290.1 DINGIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNT 429
NTDB id 206 SPD RS00235 WP 000668290.1 DINGIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNT 429
NTDB id 171 SPR RS00230 WP 000668290.1 DINGIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNT 429
NTDB id 131 SP RS00255 WP 000668284.1 DINGIETIKSLTSESQRYQKIDKEFVDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLGQLITYNT 429
consensus !!!!*!!!!!!!!!**!!!*!!*!!!*!!*!*!********!**!!**!*!*!!!*!!!*!**!!!!*!*!*!!!!!*!*
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NTDB id 1067688 ACFSN5 RS08945 WP 165213258.1 LLSYFQNPIENIISLQTKLQSARVANTRLNEVYLVESEFENDGELSEDSFLDGDISFEKLSYKYGYGRDTLSDINLTIAK 560
NTDB id 358 SMU RS01425 WP 002263523.1 LLSYFSNPIENIINLQSKLQSARVANTRLNEVYLVESEFEKDGDLSENSFLDGDISFENLSYKYGFGRDTLSDINLSIKK 553
NTDB id 421 SGO RS10260 WP 012131060.1 LLVYFTNPLENIINLQTKLQSARVANERLNEVYLVKSEFEEKKLIKDLSHFQADIDFRGVSYKYGYGANVLSEIDLHIPA 509
NTDB id 511 SMSK321 RS10730 WP 000668322.1 LLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVTSEFEEKKTVEDLSLMKGEMTFKQVYYKYGYGRDVLSDINLTIPQ 509
NTDB id 483 SM12261 RS00275 WP 000668315.1 LLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVSYKYGYGRDVLLDINLTIPQ 509
NTDB id 247 KZH43 RS00220 WP 000668290.1 LLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQ 509
NTDB id 206 SPD RS00235 WP 000668290.1 LLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQ 509
NTDB id 171 SPR RS00230 WP 000668290.1 LLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQ 509
NTDB id 131 SP RS00255 WP 000668284.1 LLVYFTNPLENIINLQTKLQTAQVANNRLNEVYLVASEFEEKKTVEDLSLMKGDMTFKQVHYKYGYGRDVLSDINLTVPQ 509
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MVHNFYAEDPNSKRQGDIEAVICRS ILNGSGNYVDNLKNVQLIDKQTKALRRQHYI SNYLSPQQAPYVFSNGSTIMLDENLTVLLGARKEGTSTQE
NTDB id 1067688 ACFSN5 RS08945 WP 165213258.1 GSKISLVGPSGSGKTTLAKMMVNFYEPNRGIARINGYDLKVIDKTALRQHISYLPQQAYVFSGTIMDNLTLGAKEGTTQE 640
NTDB id 358 SMU RS01425 WP 002263523.1 GSKVSLVGASGSGKTTLAKLIVNFYEPNKGIVRINGNDLKVIDKTALRRHISYLPQQAYVFSGSIMDNLVLGAKEGTSQE 633
NTDB id 421 SGO RS10260 WP 012131060.1 GSKTSFVGVSGSGKTTLAKMMVHFYAPNQGDICLGGVNLNQLDKQALRQYINYLPQQPYVFNGTILENLLLGAREGTTQE 589
NTDB id 511 SMSK321 RS10730 WP 000668322.1 GSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQE 589
NTDB id 483 SM12261 RS00275 WP 000668315.1 GSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILDNLLLGAKEGTTQE 589
NTDB id 247 KZH43 RS00220 WP 000668290.1 GSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQE 589
NTDB id 206 SPD RS00235 WP 000668290.1 GSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQE 589
NTDB id 171 SPR RS00230 WP 000668290.1 GSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGGVNLNQIDKKALRQYINYLPQQPYVFNGTILENLLLGAKEGTTQE 589
NTDB id 131 SP RS00255 WP 000668284.1 GSKVAFVGISGSGKTTLAKMMVNFYDPSQGEISLGSVNLNQIDKKALRQYINYLSQQPYVFNGTILENLLLGAKEGTTQE 589
consensus !!!***!!*!!!!!!!!!!**!*!!*!**!********!***!!*!!!**!*!!*!!*!!!*!*!**!!*!!!*!!!*!!
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NTDB id 1067688 ACFSN5 RS08945 WP 165213258.1 DIIRACELAEIRSDIEQMPLGYQTELS.DGAGVSGGQKQRIALARALLTQAPVLILDEATSSLDVLTEKKIVDNLMAMTD 719
NTDB id 358 SMU RS01425 WP 002263523.1 DIIRACEIAEIRSDIEQMPQGYQTELS.DGAGISGGQKQRIALARALLTQAPVLILDEATSSLDILTEKKIISNLLQMTE 712
NTDB id 421 SGO RS10260 WP 012131060.1 DILRAVELAEIRSDIERMPLNYQTELSADGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIIDNLMVL.D 668
NTDB id 511 SMSK321 RS10730 WP 000668322.1 DILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPILILDEATSSLDILTEKRIVDNLMAL.D 668
NTDB id 483 SM12261 RS00275 WP 000668315.1 DILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLMAL.D 668
NTDB id 247 KZH43 RS00220 WP 000668290.1 DILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLIAL.D 668
NTDB id 206 SPD RS00235 WP 000668290.1 DILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLIAL.D 668
NTDB id 171 SPR RS00230 WP 000668290.1 DILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLIAL.D 668
NTDB id 131 SP RS00255 WP 000668284.1 DILRAVELAEIREDIERMPLNYQTELTSDGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRIVDNLIAL.D 668
consensus !!*!!*!*!!!!*!!!*!!**!!!!!**!!!!*!!!!*!!!!!!!!!!!*!!*!!!!!!!!!!!*!!!!*!**!!*** *

logo KTI
L I FVIAHRLSTI SAQERSTDEEQRKI

V I
VVMLNDQGRKIVEQSTEGNTSKHKAEDL ILEAKNRQEKQGGFYHYANTHLFVNS

NTDB id 1067688 ACFSN5 RS08945 WP 165213258.1 KTIIFVAHRLSIAQRTERIIVMDQGKIVETGSHKELLANKGFYYTLFN. 767
NTDB id 358 SMU RS01425 WP 002263523.1 KTIIFVAHRLSISQRTDEVIVMDQGKIVEQGTHKELLAKQGFYYNLFN. 760
NTDB id 421 SGO RS10260 WP 012131060.1 KTIIFIAHRLTIAERSEQVVVLDQGRIVESGSHKELIEREGFYHHLVNS 717
NTDB id 511 SMSK321 RS10730 WP 000668322.1 KTLIFIAHRLTIAERTEKVVVLNQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 483 SM12261 RS00275 WP 000668315.1 KTLIFIAHRLTIAERTEKVVVLDQGKIVEEGNHADLLAQGGFYAHLVNS 717
NTDB id 247 KZH43 RS00220 WP 000668290.1 KTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 206 SPD RS00235 WP 000668290.1 KTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 171 SPR RS00230 WP 000668290.1 KTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
NTDB id 131 SP RS00255 WP 000668284.1 KTLIFIAHRLTIAERTEKVVVLDQGKIVEEGKHADLLAQGGFYAHLVNS 717
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