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NTDB id 1067676 ACFSN5 RS06170 WP 165329077.1 MVKKSKSTMKREQKALLSLVSLVVFLILGLLATTDQLSDQNPIKQVAQQLTGEQQKRSKFSDEAPSRDLADSVLTQEVRN 80
NTDB id 262 KZH43 RS08770 WP 001036779.1 ........MNKK..TRQTLIGLLVLLLL...STGSYYIKQMPSAPN...SPKTNLSQKKQASEAPSQALAESVLTDAVKS 64
NTDB id 221 SPD RS09380 WP 001036779.1 ........MNKK..TRQTLIGLLVLLLL...STGSYYIKQMPSAPN...SPKTNLSQKKQASEAPSQALAESVLTDAVKS 64
NTDB id 187 SPR RS08930 WP 001036779.1 ........MNKK..TRQTLIGLLVLLLL...STGSYYIKQMPSAPN...SPKTNLSQKKQASEAPSQALAESVLTDAVKS 64
NTDB id 152 SP RS09870 WP 001036779.1 ........MNKK..TRQTLIGLLVLLLL...STGSYYIKQMPSAPN...SPKTNLSQKKQASEAPSQALAESVLTDAVKS 64
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NTDB id 1067676 ACFSN5 RS06170 WP 165329077.1 QLPAEISWNGSGAYILNGNKTNLDARVASTPYVNNQTKVVQGQTVPSLANALLTKSTRQYRNRQETGNGSTDWTPAGWHQ 160
NTDB id 262 KZH43 RS08770 WP 001036779.1 QIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQ 144
NTDB id 221 SPD RS09380 WP 001036779.1 QIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQ 144
NTDB id 187 SPR RS08930 WP 001036779.1 QIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQ 144
NTDB id 152 SP RS09870 WP 001036779.1 QIKGSLEWNGSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQ 144
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VDRGHL ILAGYSALAIGSGLRDGFDASTSNPAKNVIAVQTAWANEQASQSAENYSTGQNYYETSQKI
VRKALDKQRNKRVRYRVTL

NTDB id 1067676 ACFSN5 RS06170 WP 165329077.1 RTGLSGVYDHAIDRGHLIAYSLAGSLRGFDASTSNPANVAVQTAWANEASSENSTGQNYYETQIRKALDKRKRVRYRVTL 240
NTDB id 262 KZH43 RS08770 WP 001036779.1 VKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTL 224
NTDB id 221 SPD RS09380 WP 001036779.1 VKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTL 224
NTDB id 187 SPR RS08930 WP 001036779.1 VKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTL 224
NTDB id 152 SP RS09870 WP 001036779.1 VKNLKGSYTHAVDRGHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTL 224
consensus ***!*!*!*!!*!!!!!**!*!*!*!*!!!!!!!!!*!*!!!!!!!!*!**!*!!!!!!!!***!!!!!**!!!!!!!!!
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YYQAGSNDENDL IVAPSGASHQLI EAKSSDGSELEFNVFL IVPNVQRKDGL IQLDYYRTGQEVKTLVETSQ

NTDB id 1067676 ACFSN5 RS06170 WP 165329077.1 IYQG.DNLIASGSHLEAKSSDGSLEFNVFIPNVQRDLILDYYTGQVKLES 289
NTDB id 262 KZH43 RS08770 WP 001036779.1 YYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 YYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 YYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 YYASNEDLVPSASQIEAKSSDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
consensus *!*****!**!*!**!!!!!!!*!!!!!**!!!!**!*!!!*!!*!****
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