
logo MFKI FKRLNSAKEWGMI
V
L
VLSTAI F ICLAVWMDLKTPEYMSKNITTLLQNTKGTTATSDIMDPGSKMLMFSFGSFFLMAVCLVGFLAAS

NTDB id 1067673 ACFSN5 RS05385 WP 165210920.1 MFKIFKRLSAKEWGMIVLSTIFICLAVWMDLKTPEYMSKITTLLQNKGTTTSDIMDPGSKMLMFSFGSFLMAVCVGFLAA 80
NTDB id 369 SMU RS04255 WP 002263293.1 MFKIFKRLNAKEWGMVLLSTAFICLAVWMDLKTPEYMSNITTLLQTKGTTASDIMDPGSKMLMFSFGSFFMAVLVGFLAS 80
consensus !!!!!!!! !!!!!!**!!! !!!!!!!!!!!!!!!!! !!!!!! !!!! !!!!!!!!!!!!!!!!!! !!!*!!!!!

logo RTAASFTTRLRSDI FNQRVAMDYSEQAE IKKQFS IVPSLLTRTTNDLTQLQIMITVMAGMQVVTRGP IMAVWALTKIWGKSDGDEWTGKA
NTDB id 1067673 ACFSN5 RS05385 WP 165210920.1 RTAASFTTRLRSDIFNQVADYSQAEIKQFSVPSLLTRTTNDLTQLQIMITMAMQVVTRGPIMAVWALTKIWGKSGDWTKA 160
NTDB id 369 SMU RS04255 WP 002263293.1 RTAASFTTRLRSDIFNRVMDYSEAEIKKFSIPSLLTRTTNDLTQLQIMIVMGMQVVTRGPIMAVWALTKIWGKSDEWTGA 160
consensus !!!!!!!!!!!!!!!! ! !!! !!!! !!*!!!!!!!!!!!!!!!!!! !*!!!!!!!!!!!!!!!!!!!!!! *!! !

logo VGVAVL IVF I LMLSVLLMFVAFPRQRKQVQGSLTDADLNASTTRESLTGVRVVRAYNAEADYQDKTKFKRERENEKNLTKLNLFLVYRLMSL
NTDB id 1067673 ACFSN5 RS05385 WP 165210920.1 VGVAVLIVFILLSVLLFVAFPRQRKVQGLTDDLNATTRESLTGVRVVRAYNAEAYQDKKFREENENLTKLNLFVYRLMSL 240
NTDB id 369 SMU RS04255 WP 002263293.1 VGVAVLIVFIMLSVLMFVAFPRQRQVQSLTDALNSTTRESLTGVRVVRAYNAEDYQDTKFKRENKNLTKLNLLVYRLMSL 240
consensus !!!!!!!!!!*!!!!*!!!!!!!! !! !!! !! !!!!!!!!!!!!!!!!!! !!! !!* !! !!!!!!! !!!!!!!

logo MNPVMTMVVSSGLTLAIYW IGAHYLLNSDI
V
K
S IPKMTVDSKTSPMVMKMVATAEAKTGKAI

V
A
KDR I S IVFSDMVVFSSYAMQVVI

VGFMMMVAI
NTDB id 1067673 ACFSN5 RS05385 WP 165210920.1 MNPVMTMVSSGLTLAIYWIGAHLLSDVSIPKVDKTSPMVMKMVAEATKAVKDRISIFSDMVVFSSYAMQVVIGFMMMVAI 320
NTDB id 369 SMU RS04255 WP 002263293.1 MNPVMTVVSSGLTLAIYWIGAYLLNDIKIPMTS.........VTAAKGAIADRISVFSDMVVFSSYAMQVVVGFMMMVAI 311
consensus !!!!!!*!!!!!!!!!!!!!!*!! !* !! *********! ! !* !!!!*!!!!!!!!!!!!!!!*!!!!!!!!

logo F I I LPRALVSAKR INEVLALKNSSVHTFKEKEYSKASDNAGHRKGEVEFVHDVSFRYSKNSARAVI EHVSFKSAEKAKGEQTI
VAF IGSTGSGK

NTDB id 1067673 ACFSN5 RS05385 WP 165210920.1 FIILPRALVSAKRINEVLALKSSVTFKKESKSDNGHKGEVEVHDVSFRYSKNSAAVIEHVSFKAEKGQTIAFIGSTGSGK 400
NTDB id 369 SMU RS04255 WP 002263293.1 FIILPRALVSAKRINEVLALNSSVHFKEYSKADNARKGEVEFHDVSFRYSKNSRAVIEHVSFSAKAGETVAFIGSTGSGK 391
consensus !!!!!!!!!!!!!!!!!!!! !!!*!! !! !!**!!!!! !!!!!!!!!!! !!!!!!!! ! ! !*!!!!!!!!!!

logo STLVNL IPRFYDATEGWIKIDGI
VKVQDYSHDDLNNKVGYIPQRTAVLFSGTIRSNI

M
A
EFGEQSADQAGPRLDSDADAKIWEALELAQAK

NTDB id 1067673 ACFSN5 RS05385 WP 165210920.1 STLVNLIPRFYDATEGWIKIDGVKVQDYSHDDLNNKVGYIPQTAVLFSGTIRSNMEFGESAQGRLSDDAIWEALELAQAK 480
NTDB id 369 SMU RS04255 WP 002263293.1 STLVNLIPRFYDATEGWIKIDGIKVQDYSHDDLNNKVGYIPQRAVLFSGTIRSNIAFGQSDQAPLDDAKIWEALELAQAK 471
consensus !!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!* !! ! !**! ! !!!!!!!!!!!

logo

D
NFVEQESKDEKGLDTEVAQGGTNFSGGQKQRLAIARALARKPE I L I FDDSFSALDYKTDRI LRENDELANKKTGKDELMTKL IVAQR I S

NTDB id 1067673 ACFSN5 RS05385 WP 165210920.1 DFVQSKDKGLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILREELNKKTGDLTKLIVAQRIS 560
NTDB id 369 SMU RS04255 WP 002263293.1 NFVEEKEKGLDTEVAQGGTNFSGGQKQRLAIARALARKPEILIFDDSFSALDYKTDRILRNDLAKKTKEMTKLIVAQRIS 551
consensus !! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *! !!! **!!!!!!!!!!



logo TIMDADHQI ILVLDQGKVVGQGTHKELLAGNNDP I
VYQE IAYSQLSKEELENEGDK

NTDB id 1067673 ACFSN5 RS05385 WP 165210920.1 TIMDADQIIVLDQGKVVGQGTHKELLAGNPVYQEIAYSQLSKEELENED 609
NTDB id 369 SMU RS04255 WP 002263293.1 TIMDADHILVLDQGKVVGQGTHKELLANNDIYQEIAYSQLSKEELENGK 600
consensus !!!!!!*!*!!!!!!!!!!!!!!!!!! !**!!!!!!!!!!!!!!!!
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