
logo MEKNTKKKTSL ILSQMATPYLKGYKALFGLAVI FSTIVSSTITVIGPDKRLKEMTDTMTKGLAGKIDLDKIGES IALMTLALLYFIAGGAI
L

NTDB id 1067672 ACFSN5 RS05380 WP 165210923.1 MKTKKTSLISQMTPYLKGYKALFGLAVIFSIVSSTITVIGPDKLKEMTDTMTKGLAGKIDLDKIGSIAMTLALLYIGGAI 80
NTDB id 370 SMU RS04260 WP 002263294.1 MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGAL 80
consensus ! !! !!*!!! !!!!!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!! !!*!!!!!! *!!*

logo VSYMTASF IVSTL IQKRFSQRLRDNAIADKINKI
VPLKYFDSHASQGDTLSRVTNDVDLMTQSFNQSLVSTMVASAI IVLL IGS I FLMM

NTDB id 1067672 ACFSN5 RS05380 WP 165210923.1 VSYMASFIVSTLIQRFSQRLRDAIADKINKIPLKYFDSHAQGDTLSRVTNDVDLMTQSFNQSLVTMVSAIVLLIGSILMM 160
NTDB id 370 SMU RS04260 WP 002263294.1 VSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMM 160
consensus !!! !!!!!!!!!!*!!!!!! !!!!!!!!*!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!*!! !!*!!!!!! !!

logo IKTNGALAAGTAIGLSVFLAGFVLSTGTFVIMAKRSQPLFKKQQANLADEVSGYVEE I
VYSTGHNI

VVSTSYNAI
RQEQSTKEKQVFEKNLNDKNQLFYATS

NTDB id 1067672 ACFSN5 RS05380 WP 165210923.1 IKTNGALAGTAIGSVLAGFVLTGFIMARSQPLFKKQQANLAEVSGYVEEIYTGHNIVTSYNARQETKEVFEKLNKNLYTS 240
NTDB id 370 SMU RS04260 WP 002263294.1 IKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFAS 240
consensus !!!!!!!!*!!! !! !!!!!* !!!*!!!!!!!!!!!!!*!!!!!!!*!*!!!*!*!!!! ! *! !! !! *!* !

logo MWKSQFFSGIMMPLMMQF IGNFGYVMVC IVGARTMAINGDITMGTIVAFMTYVR I FTQP IASQIAQGITQLQASANRAAMGRVFE
NTDB id 1067672 ACFSN5 RS05380 WP 165210923.1 MWKSQFFSGIMMPMMQFIGNFGYVMVCIVGARMAINGDITMGTIVAFMTYVRIFTQPISQIAQGITQLQAARAAMGRVFE 320
NTDB id 370 SMU RS04260 WP 002263294.1 MWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFE 320
consensus !!!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!! ! !!!!!!!!

logo FLDGEEE I
MEDVEDNAHKTVKQLDEKVEKGDNVANFDEDNVFFGYNSPDKTI IHDFSAHQAKAGQKIA IVGPTGAGKTTIVNLLMRFYE I

V
D
N
K
RGKM

NTDB id 1067672 ACFSN5 RS05380 WP 165210923.1 FLGEEEMEVEDAKTKQLDKVKGDVAFEDVFFGYNPDKTIIHDFSAQAKAGQKIAIVGPTGAGKTTIVNLLMRFYEINKGK 400
NTDB id 370 SMU RS04260 WP 002263294.1 FLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGM 400
consensus !! !!!*! ! *! !!!*!! ! ! !* !!!!! !!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!* *!

logo I S IDGVNIHDMKTRKSEVHDAFASMVLQDTWLFEGTVKENL I FYNQDKHITDEQVI
LAAATKAVGVHHFYIKTLPKGYDTVLDDSVTL

NTDB id 1067672 ACFSN5 RS05380 WP 165210923.1 ISIDGVNIHDMKRSEVHDAFSMVLQDTWLFEGTVKENLIFNQDHITDEQVLAATKAVGVHHYIKTLPKGYDTVLDDSVTL 480
NTDB id 370 SMU RS04260 WP 002263294.1 ISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTL 480
consensus !!!!!!!!!!! ! !!!!!! !!!!!!!!!!!!!!!!!!*!! !!!!!!!*!! !!!!!!!*!!!!!!!!!!!!!!!!!!

logo SVGQKQLLMTIARALLKDASPLL I LDEATSSVDTRTEEL IQKRAMDHKLMEGRTSFVIAHRLSTIRNADL I LVMKRDGNI I EQGNS
NTDB id 1067672 ACFSN5 RS05380 WP 165210923.1 SVGQKQLMTIARALLKDSPLLILDEATSSVDTRTEELIQKAMDKLMEGRTSFVIAHRLSTIRNADLILVMKDGNIIEQGN 560
NTDB id 370 SMU RS04260 WP 002263294.1 SVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGS 560
consensus !!!!!!!*!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!



logo HDNEQLMATEQNGFYADLYNSQFTVESAEVA
NTDB id 1067672 ACFSN5 RS05380 WP 165210923.1 HNELMTQNGFYADLYNSQFVSA.. 582
NTDB id 370 SMU RS04260 WP 002263294.1 HDQLMAENGFYADLYNSQFTEEVA 584
consensus ! !! !!!!!!!!!!!! **

X non conserved

X similar

X ≥ 50% conserved


