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NTDB id 1475 Cj0275 YP 002343717.1 MEFLSIGVKIMPRKCSFCNEVENPQRRILANENDDAFICEYCVEGAYSIIYGEEKEFKEPKQSHNTEFKDITPKELKAYL 80
NTDB id 1067671 ACFSN5 RS04465 WP 004226719.1 ..MTDNTNNDVMVYCSFCGKNQTEVRKIIAG..NGVFICNECVALSQEIINEELAEEVL.....ADLTEVPKPKELLQIL 71
NTDB id 379 SMU RS04375 WP 002262816.1 ..MAGNRTNDVTVHCSFCGKNQDEVKKIIAG..NGVFICNECVELSQEIIREELAEEVL.....ADLSEVPKPKELLAIL 71
consensus * * *** * !!!!**** ****!*!* ***!!!**!!*****!! *!**!*** ********!!!!***!

logo DDRSYVIGQDRAKKRVAFLSAVGAVYNHYKRLI FSKFATVEESLQSDQDDEQDTVEDLFQKSNI LLMVIGPTGSGKTLFLAQTLAKFSLDNVP I
FA ICADATSALTEAG

NTDB id 1475 Cj0275 YP 002343717.1 DRYVIGQDRAKKVFSVGVYNHYKRLFKA.ELQDDDTELFKSNILLVGPTGSGKTLLAQTLAKFLDVPIAICDATSLTEAG 159
NTDB id 1067671 ACFSN5 RS04465 WP 004226719.1 DDYVIGQDRAKRALAVAVYNHYKRISFVESSQDEDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAG 151
NTDB id 379 SMU RS04375 WP 002262816.1 DSYVIGQDRAKRALAVAVYNHYKRISFTESQDDQDVDLQKSNILMIGPTGSGKTFLAQTLAKSLNVPFAIADATALTEAG 151
consensus ! !!!!!!!!!****!*!!!!!!!*** ** *!*!**!*!!!!!**!!!!!!!!*!!!!!!!*!*!!*!!*!!!*!!!!!
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V
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VDE IDKIARKMKSGENRVS ITRDVSGEGVQQALLKIVI EGSTLVVANS IVPPRQGGRKHPQN
NTDB id 1475 Cj0275 YP 002343717.1 YVGEDVENILTRLLQAADGDVQRAQKGIVFIDEIDKIARMSENRSITRDVSGEGVQQALLKIIEGSLVNIPPRGGRKHPN 239
NTDB id 1067671 ACFSN5 RS04465 WP 004226719.1 YVGEDVENILLKLIQAADFNIERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIVEGTVASVPPQGGRKHPN 231
NTDB id 379 SMU RS04375 WP 002262816.1 YVGEDVENILLKLIQAADYNVERAERGIIYVDEIDKIAKKGENVSITRDVSGEGVQQALLKIIEGTVASVPPQGGRKHPQ 231
consensus !!!!!!!!!!**!*!!!!****!!**!!***!!!!!!!***!!*!!!!!!!!!!!!!!!!!!*!!*****!!*!!!!!!*
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LASALNEEQ
NTDB id 1475 Cj0275 YP 002343717.1 QEFIQIDTSNILFVCGGAFDGLETILKRKLGDKVVGFFDDAKE..ENKALLEKIEPDDLVHFGLIPELIGRLHVIASLNE 317
NTDB id 1067671 ACFSN5 RS04465 WP 004226719.1 QEMIQIDTKNILFIVGGAFDGIEDIVKQRLGEKVIGFGQNNKSLDDDASYMQQIISEDIQKFGLIPEFIGRLPVLAALEQ 311
NTDB id 379 SMU RS04375 WP 002262816.1 QEMIQIDTKNILFIVGGAFDGIEDIVKQRLGEKIIGFGQNNKKIDDQSSYMQEIISEDIQKFGLIPEFIGRLPVLAALEQ 311
consensus !!*!!!!!*!!!!**!!!!!!*!*!*!**!!*!**!!****! **** **** !***!***!!!!!!*!!!!*!*!*!**
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NTDB id 1475 Cj0275 YP 002343717.1 LNEEDMVRILTEPKNAIIKQYQKLFAIDGVNLKFEEDALRAIAQLALERKTGARGLRSIIEEMMVDLMFELPEYKDYDIV 397
NTDB id 1067671 ACFSN5 RS04465 WP 004226719.1 LTVDDLVRILTEPKNALVKQYKTLLSYDGVDLEFDQEALEAIAQKAIERKTGARGLRSIIEETMMDIMFEVPSQEEVTSV 391
NTDB id 379 SMU RS04375 WP 002262816.1 LTVDDLVKILTEPKNALVKQYQTLLSYDGVELEFDQEALQAIAQKAIERKTGARGLRSIIEETMLDLMFEIPSQEDVTCV 391
consensus !***!*!*!!!!!!!!**!!!**!***!!!*!*!***!! !!!!*!*!!!!!!!!!!!!!!!*!*!*!!!*!****** !
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NTDB id 1475 Cj0275 YP 002343717.1 IT.KEVVKDNAKALLIKRKIS 417
NTDB id 1067671 ACFSN5 RS04465 WP 004226719.1 RVTKAAVEGTDKPILKTA... 409
NTDB id 379 SMU RS04375 WP 002262816.1 RITKKAVEGTDKPILETAS.. 410
consensus ***! *!****!**! **
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