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VYVYASMKND
NTDB id 1067665 ACFSN5 RS02905 WP 165329167.1 MTNNRAHIDKKYKWDLTSVFATDQAWEAEYQSLEKAVVEAKDLAGQLGQSATKLLQVTQIYLDLARRLEKVYVYASMKND 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKND 80
consensus !* !! !** !! !!!!**!!!! !! !! ! * ! !!*! !! !! ! *!* ! !!!!!*!!!!!!!!!

logo QDTRTVAGALYQAEMYAQASKASTNTLYASKQLYGSEAFAFYFEPEFVLMATLMDGDEEKKFLAENFYKLEQEQDEAPGKLGNLYDQHFYFEQQRI
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NTDB id 1067665 ACFSN5 RS02905 WP 165329167.1 QDTRVAAYQAMASKATTLYAKYGEAFAFFEPEVLTMGEEKFANYLQEDAKLNLYQHFFQQIFSQKAHVLAPDQEELLAQA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAA 160
consensus !!! !* !! !!* !! !!!!*!!!! * * * ! ! * ** ! !! !*! * *! !!! ** !!!!! !
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VRKGSAYERAMYYGS ITYEQQFQHTYAKQTLAQGTTVVKSVH
NTDB id 1067665 ACFSN5 RS02905 WP 165329167.1 QEVLGAAGETYEILDNADLAFPSVLDEAGKEVELTHSNFITLMESQNREVRKSAYRAYYSIYQQFQHTYAKTLATTVKSH 240
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GDIFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVH 240
consensus ** ** *!* *!!!!!* !! ! ! ! !!!!! !!!!!!!! !**!! !! ! ! ! !!!!!!! !! !! !

logo NLYQTAKR I
VRHYDNSARHQAALMAADNFHIPEASVYDESTLLAESTVHNKHYLPLLHQRYI
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NTDB id 1067665 ACFSN5 RS02905 WP 165329167.1 NLTARIRHYDSARQAAMADNHIPEAVYETLLATVHKYLPLLQRYIRLRQEVLGIADLKMYDVYTPLSKLDMSITYEEAQA 320
NTDB id 480 HSISS4 RS02090 WP 002890133.1 NYQAKVRHYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLK 320
consensus ! !**!!! !!!*!!*! !*!!! !!**!! *!*!*!!!!*!!* !! !!!* *!!!!!!!!!!! * *!!!!

logo KAELEVLAI FYGESDEYSTEKGRVHKAEAFLSTEQRWIDVHQAPNKGKRSGAYSGGASYDTKNAFMLLNWQDTLDNLFYTLVHEMTGHSLMHSTFTREQNT
NTDB id 1067665 ACFSN5 RS02905 WP 165329167.1 KALEVLAIYGSDYTERVKEALSQRWIDVQANKGKRSGAYSGGSYDTKAFMLLNWQDTLDNLYTLVHEMGHSMHSTFTREN 400
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KAEEVLAIFGEEYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQT 400
consensus !! !!!!!*! *!* !* ! * !!!!!**!!!!!!!!!!!! !!! !!!!!!!!!!!!!!*!!!!! !!!*!!!!!!

logo QPYVYGDYPS I FLAE IASTTNENI LMTETLLKEAVKDTDKETRFAI LNHYLDGSFKGTVFRQTQFAEFEEHAKIHEQADAQSGQI
VLTASDQFY

NTDB id 1067665 ACFSN5 RS02905 WP 165329167.1 QPYVYGDYSIFLAEIASTTNENIMTETLLKEAKTDKERFAILNHYLDSFKGTVFRQTQFAEFEEKIHQADAQGQVLTSQY 480
NTDB id 480 HSISS4 RS02090 WP 002890133.1 QPYVYGDYPIFLAEIASTTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADF 480
consensus !!!!!!!!*!!!!!!!!!!!!!!*!!!!!!! ! !! !!!!!!!!!! !!!!!!!!!!!!!!!* !! !!! !!*!! *
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MNEKLYADLNEQKTYYGNLAKAKEDGNPYE IQFYEWAER IPHFYMYNYYVYQYATGFAAASYLAEKI IVHGSTEQEDKREASYLNTYLKAGSSADDYPL

NTDB id 1067665 ACFSN5 RS02905 WP 165329167.1 LNELYADLNQTYYGLAKEGNPEIQYEWARIPHFYYNYYVYQYATGFAAASYLAEKIIHGSQEDRESYLNYLKAGSSADPL 560
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MNKLYADLNEKYYNLKAEDNYEIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPL 560
consensus *! !!!!!! !! ! ! !*!!!*!! !!!!!! !!!!!!!!!!!!!!!!!!!!!*!!* !!*! !! !!!!!!! !!



logo EVIAKKAGVDMTNQATDYLDEASAFKQTVFAEDKRLDVEFLDEACLVEKKGNRVHLKLESLS
NTDB id 1067665 ACFSN5 RS02905 WP 165329167.1 EVIAKAGVDMTQADYLESAFQTFAKRLDEFDCLVKKNRLKELS 603
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVEKGVHLS.. 601
consensus !!! !!!!!!!* !!!* !! ! !! ! **!! ! * **
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