
logo MTENKTGFKRYS I LASGSSGNSFYLETPKQKKRI
LL IDAGLSGKKI STQSLLMAE IDRKPVDEDLVDAI LVTHEHKDHIHGVGVLARKYGLDP

NTDB id 1067661 ACFSN5 RS02525 WP 165209776.1 MTNKGFKYSILASGSSGNSFYLETPKKKLLIDAGLSGKKITSLLAEIDRKPEDLDAILVTHEHKDHIHGVGVLARKYGLP 80
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus !! !!*!!!!!!!!!!!!!!!!!! !**!!!!!!!!!!!* !*!!!!!!**!*!!!!!!!!!!!!!!!!!!!!!!!!!*

logo

I
VYANAKAKTWQATMDAHGNMIGKIDPVESQKHI FDELRGKTVI

VTFGDIDI ESFGVSHDAAVDQPQFYRFLMKDDGKSFVI
MLTDTGYVSDRMAAD

NTDB id 1067661 ACFSN5 RS02525 WP 165209776.1 IYANKKTWQTMDAHNMIGKIDPEQKHIFERGKVVTFGDIDIESFGVSHDAVDPQFYRFMKDDKSFVMLTDTGYVSDRMAA 160
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMAD 158
consensus *!!! !!! !!** !!!!!!* !!!!!* !! *!!!!!!!!!!!!!!!! !!!!! !!! !!!!*!!!!!!!!!!!!

logo L I ENADGYL I ESNHDI E I LRSGAIYPWSLKQR I LSDKGHLSNDEDGASETMI
VRTI

LGNKRTKKIYLGHLSKENNI
VKELAHMTMEKN

NTDB id 1067661 ACFSN5 RS02525 WP 165209776.1 LIENADGYLIESNHDIEILRSGAYPWSLKQRILSDKGHLSNEDGSETMIRTIGNRTKKIYLGHLSKENNIKELAHMTMEN 240
NTDB id 383 SMU RS06875 WP 002262928.1 LIENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKN 238
consensus !!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*!! !!!*!!*!!*!!!!!!!!!!!!!!*!!!!!!!! !

logo

A
NL IMQADFLAGVDGHDFKI LYDTSPDETALTPLATDKI

NTDB id 1067661 ACFSN5 RS02525 WP 165209776.1 NLIQADFGVGHDFKILDTSPDEATPLTDI 269
NTDB id 383 SMU RS06875 WP 002262928.1 ALMQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus !*!!! *! !!!!! !!!!! ! !! !

X non conserved

X similar

X ≥ 50% conserved


