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NTDB id 286 KZH43 RS05975 WP 000782664.1 MKMKQISDTTLKITISLEDLMDRGMEIADFLVPQEKTEEFFYAILDELEMPDSFLDTGMLSFRVTPKPDKVDVFVTKSKI 80
NTDB id 285 SPD RS06395 WP 000782664.1 MKMKQISDTTLKITISLEDLMDRGMEIADFLVPQEKTEEFFYAILDELEMPDSFLDTGMLSFRVTPKPDKVDVFVTKSKI 80
NTDB id 284 SPR RS06100 WP 000782664.1 MKMKQISDTTLKITISLEDLMDRGMEIADFLVPQEKTEEFFYAILDELEMPDSFLDTGMLSFRVTPKPDKVDVFVTKSKI 80
NTDB id 283 SP RS06670 WP 000782668.1 MKMKQISDTTLKITISLEDLMDRGMEIADFLVPQEKTEEFFYAILDELEMPDSFLDTGMLSFRVTPKPDKVDVFVTKSKI 80
NTDB id 1067655 ACFSN5 RS01080 WP 165211838.1 MEMKQINESTLKISVSLEDLDSYGMELKDFLMPQEKTEEFFYTILDELDIPDSFKSTGMLSFRVTPRKDRVDVFVTKSEL 80
NTDB id 380 SMU RS01250 WP 002262749.1 MEMKQISETTLKITISMEDLEERGMELKDFLIPQEKTEEFFYTVMDELDLPENFKDSGMLSFRVTPRNDRIDVFVTKSEI 80
NTDB id 331 STU RS10485 WP 011225365.1 MEMKQINETTLKIMITMEDLEEHGMELKDFLIPQEKTEEFFYTVMDELDLPDNFKNSGMLSFRVTPRKDRVDVFVTKSDL 80
NTDB id 299 STER RS01050 WP 011680667.1 MEMKQISETTLKIMITMEDLEEHGMELKDFLIPQEKTEEFFYTVMDELDLPDNFKNSGMLSFRVTPRKDRVDVFVTKSDL 80
consensus ! !!!!***!!!!****!!! **!!!* !!!*!!!!!!!!!! **!!!**!**! **!!!!!!!!!* !**!!!!!!! *

logo

K
N
D
K
E
Q
A
D
S
NLNDLFNEQDLASEDLPDFMDGEDE I

M
Y
L
A
S
D
K
G
Q
L
M
N
SPDEDEFFLINKNATLEEDKTNSFMIRMAAEDQKGTKDDATIAEALHIDEHQKSLAKENEQI

L
H
V
D
E
V
K
A
M
R
T
K
L
E
D
K
E
D
E
A
K
V
Q
I
D
E
G
E
D
T
L
M
P
TEETPQVAKQAVTTGSEDKVQAGESDA

NTDB id 286 KZH43 RS05975 WP 000782664.1 DQNLDFEDLSDLPDMEELAQMSPDEFIKTLEKSIADKTKDDIEAIQSLEQVEAKEEEQE...............Q..... 140
NTDB id 285 SPD RS06395 WP 000782664.1 DQNLDFEDLSDLPDMEELAQMSPDEFIKTLEKSIADKTKDDIEAIQSLEQVEAKEEEQE...............Q..... 140
NTDB id 284 SPR RS06100 WP 000782664.1 DQNLDFEDLSDLPDMEELAQMSPDEFIKTLEKSIADKTKDDIEAIQSLEQVEAKEEEQE...............Q..... 140
NTDB id 283 SP RS06670 WP 000782668.1 DQNLDFEDLSDLPDMEELAQMSPDEFIKTLEKSIADKTKDDIEAIQSLEQVEVKEEEQE...............Q..... 140
NTDB id 1067655 ACFSN5 RS01080 WP 165211838.1 NESLDFEQLAE..DMGDMSDMNPEDFFKNLEKNMMAQG..DTEAHEKLKNLEAMLDDAIGDLPEEVQAVTTGSEDGESDA 156
NTDB id 380 SMU RS01250 WP 002262749.1 NKNLNLEDLS...DFDDISKMSPEDFFNTLEETMREKG..DAAALDKLAEIEKREEEK......TQQ......EKG.... 139
NTDB id 331 STU RS10485 WP 011225365.1 KEALDFNDLS...DMEDYSGLSPEEFLKALEDNFMDKG..DIEAHHKLEEHDKTLKEVDETMTEPAK......EVA.... 145
NTDB id 299 STER RS01050 WP 011680667.1 KEDLDFNDLS...DMEDYSGLSPEEFLKALEDNFMDKG..DIEAHHKLEEHDKTLKEVDETMTEPAK......EVA.... 145
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NTDB id 286 KZH43 RS05975 WP 000782664.1 ....AEQEAESKKEPYIYYILSFAKLADLVAFAKTV.TFEMETSELYKMNERYYLTILVDIENHPSPYPAWLLARMREFA 215
NTDB id 285 SPD RS06395 WP 000782664.1 ....AEQEAESKKEPYIYYILSFAKLADLVAFAKTV.TFEMETSELYKMNERYYLTILVDIENHPSPYPAWLLARMREFA 215
NTDB id 284 SPR RS06100 WP 000782664.1 ....AEQEAESKKEPYIYYILSFAKLADLVAFAKTV.TFEMETSELYKMNERYYLTILVDIENHPSPYPAWLLARMREFA 215
NTDB id 283 SP RS06670 WP 000782668.1 ....AEQEAESKKEPYIYYILSFAKLADLVAFAKTV.TFEMETSELYKMNERYYLTILVDIENHPSPYPAWLLARMREFA 215
NTDB id 1067655 ACFSN5 RS01080 WP 165211838.1 RAFRLKEEDLIPVTSYAHYVADFPNLEAVIVAAKAL.AVPTEASELFKSEEGYHLTVLFSIEDEEPIRAKQLQAHLLEYG 235
NTDB id 380 SMU RS01250 WP 002262749.1 ........ETKEKRDYVHFVLDFPNIQQVINFAKTV.DYDVEASELFKESDAYHMTVLLNLEDKPDYYADLMFARMLEHA 210
NTDB id 331 STU RS10485 WP 011225365.1 ........EETIREDYTHYVLAFSDFDQVVTFAQGLKNVSVEGSEFYKLGDVYYMTILLYLADEPDYYANNMYARFLEYA 217
NTDB id 299 STER RS01050 WP 011680667.1 ........EETIREDYTHYVLAFSDFDQVVTFAQGLKNVSVEGSEFYKLGDVYYMTILLYLADEPDYYANNMYARFLEYA 217
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NTDB id 286 KZH43 RS05975 WP 000782664.1 DDSDISRSVLQEYGQVLMSHDAVLNLQKIG.. 245
NTDB id 285 SPD RS06395 WP 000782664.1 DDSDISRSVLQEYGQVLMSHDAVLNLQKIG.. 245
NTDB id 284 SPR RS06100 WP 000782664.1 DDSDISRSVLQEYGQVLMSHDAVLNLQKIG.. 245
NTDB id 283 SP RS06670 WP 000782668.1 DDSDISRSVLQEYGQVLMSHDAVLNLQKIG.. 245
NTDB id 1067655 ACFSN5 RS01080 WP 165211838.1 EPAQHTRAYLLEHAVKLLDHTAVDKLKTIELV 267
NTDB id 380 SMU RS01250 WP 002262749.1 GRGTKTRAYLLEHGVQLIKADALQELQMIG.. 240
NTDB id 331 STU RS10485 WP 011225365.1 NVADRTRPYLQEHATILMEEDALPVLQATKWS 249
NTDB id 299 STER RS01050 WP 011680667.1 NVADRTRPYLQEHATILMEEDALPVLQATKWS 249
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