
logo MDKEKLKE I FDNKHLSAGLPEPEEEVEEKFDDIGVAMVKE I
V
I
V
A
TAGLLFCLKEVLDMDDSSFVSAFGSQRVEKTVNSKLAKRDYYIKLWTYDDW

NTDB id 1067641 ACFSN5 RS00495 WP 165212477.1 MDKEKLKEIFDKLSGLPPEEEEKFDIVAVKEIVAAGLLFCLKEVLDMDDSSFVSAFGQVEKTVNKLARDYYIKLWTYDDW 80
NTDB id 582 DLJ51 RS00505 WP 002962720.1 MDKEKLKEIFNKHSALPEE.VEEFDDGMVKEVITAGLLFCLKEVLDMDDSSFVSAFSRVEKTVSKLAKDYYIKLWTYDDW 79
consensus !!!!!!!!!! !*!*!!*!* ! !! !!!** !!!!!!!!!!!!!!!!!!!!!! !!!!! !!!*!!!!!!!!!!!!

logo RQEAR I I LYQLLERFPADLANDEEKLRAIYFKTKFRSYVLDNIRKQESQKRAFDKRMIYEE I SELGHMIPSQQMDPTADYCALK
NTDB id 1067641 ACFSN5 RS00495 WP 165212477.1 RQEARIILYQLLERFPALANDEEKLRAYFKTKFRSYVLDNIRKQESQKRAFDKMIYEEISELGHMIPSQQMDPADYCALK 160
NTDB id 582 DLJ51 RS00505 WP 002962720.1 RQEARIILYQLLERFPDLANDEEKLRIYFKTKFRSYVLDNIRKQESQKRAFDRMIYEEISELGHMIPSQQMDTADYCALK 159
consensus !!!!!!!!!!!!!!!! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!

logo

D
EKLAKELKHQKLACPEDYAKI LLLMRGGHASFKGKRRSAF IKDIKVEFEDFDENDDN

NTDB id 1067641 ACFSN5 RS00495 WP 165212477.1 DKLAELKHKLCPEDYAKILLLMRGHSFKGKRAFIKDIKVEFEDFDNDD 208
NTDB id 582 DLJ51 RS00505 WP 002962720.1 EKLKELKQKLAPEDYAKILLLMRGGAFKGRSAFIKDIKVEFEDFDEDN 207
consensus *!! !!!*!!*!!!!!!!!!!!!!* !!!* !!!!!!!!!!!!!! !

X non conserved

X similar

X ≥ 50% conserved


