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LTPLVANSLLVKNRGFLDTAESAVKRKLFLHNPTKDAEDEFHYDHPFELLMKNDGMDKEIACAVDER I FKQRAIRSNQGQ
NTDB id 1067503 NSU12 RS12060 WP 343126746.1 MLQAKTRWAVREGNRQKAEQLMNELQLTPLVANLLVNRGLDTAESVKKFLNP.DEEFHHPFLLNDMDICVERIFRAIRNG 79
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NTDB id 1067503 NSU12 RS12060 WP 343126746.1 VKKALPLLQSSDHFGLKALMRVAGINQQELNEESISFGLAPRINAPGRLYHAGMVVDLFLANDKDEAEQLAHEINEINKE 319
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NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
consensus ! !! !! * !!! *! *** * ! ! ! !*!!!! !!!!*!*! !! ***! !!!!*!!!!**!! !! !!!*!

logo FVKTI
M
D
ENGI

VLSVI
V
K
S
G
N
A
P
K
SKRDLSTDESKQTYQALKRQEQI

L
I
M
E
QLDEKQEKLLNFYSSAYEKEQLKENSWLDNKRFL IMGKQTADNSMKEAEKAW

Y
E
I
STRRT

NTDB id 1067503 NSU12 RS12060 WP 343126746.1 FVTMDNGILSVIKNPSKRDLSESKTYQLRQEIIQLEKELLFSSYKQLKNSLDRFIGTANMKEAKAWI..... 786
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