
logo MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTAMPNKDI LSEKRGIHTLEHLYAGFMRNHLNGDSQSVE I IDI SP
NTDB id 1067435 ACHZDB RS07685 WP 010643243.1 MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTAPNKDILSEKGIHTLEHLYAGFMRNHLNGDSVEIIDISP 80
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MPLLDSFTVDHTRMNAPAVRVAKTMQTPKGDTITVFDLRFTMPNKDILSERGIHTLEHLYAGFMRNHLNGSQVEIIDISP 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!!!!!!!!!!! !!!!!!!!

logo MGCRTGFYMSL IGATPSTEQQVADQAWI
LAAMEQDVLKVENSQENKQIPELNEYQCGTAAMHSLDEEAKAQIAKNI

V
I
L
A
EAGI

V
A
SVNKRNDELA

NTDB id 1067435 ACHZDB RS07685 WP 010643243.1 MGCRTGFYMSLIGTPSEQQVADAWIAAMEDVLKVENQNKIPELNEYQCGTAAMHSLDEAKQIAKNILEAGVAVNKNDELA 160
NTDB id 1156 A1552VC RS01665 WP 001130227.1 MGCRTGFYMSLIGAPTEQQVAQAWLAAMQDVLKVESQEQIPELNEYQCGTAAMHSLEEAKAIAKNVIAAGISVNRNDELA 160
consensus !!!!!!!!!!!!! !*!!!!! !!*!!! !!!!!! ! !!!!!!!!!!!!!!!!!*!!! !!!!** !!* !!*!!!!!

logo LPESMLKNELKR I
V
D
H

NTDB id 1067435 ACHZDB RS07685 WP 010643243.1 LPESMLKELRID 172
NTDB id 1156 A1552VC RS01665 WP 001130227.1 LPESMLNELKVH 172
consensus !!!!!! !!***

X non conserved

X similar

X ≥ 50% conserved


