
logo MKQVAMIGYLRQSTMTKQQSLPAAQKQTAIKETAI
LAKEKHHNIQYHINTFYSDKQSGRKTDNKRSNGYRQQMITQEL IQQGQCDI

VLCCYRLNRLHRN
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN 80
NTDB id 106743 A2I67 RS12765 WP 103211957.1 MKQAMGYLRQSTTKQQSLPAQKQAIKTLAEKHNIQHITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
consensus !!!**!!!!!!!*!!!!!*!!!!*!***!*!!*!!*!*!!!!!!!!!*!*!*!!*!*!*!!!!!!!!*!!!!!!!!!!!!

logo LKNALKL IMKLCQTKYHVHI LSVHDGYFDMDQKAFDRFLKLNI F I SLAELESDNIGEQVRKNGLIQKEKAKQGRKLMITTHAPFGYEHQYH
NTDB id 10 SA RS00435 WP 000815646.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH 160
NTDB id 106743 A2I67 RS12765 WP 103211957.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYQYH 160
NTDB id 1 SACOL RS00225 WP 000806247.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH 160
consensus !!!!!!!*!!!!*!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!*!!**!!!!!!**!!!!!!!!! !!

logo NGATF ITINDQTNVEKSAPTI
VKAVFSNYYI

L
K
QGHYGYKKIAQLYLEEADDENTKYF INRQKPYQVRNI I ILMNPNYCGRVNINQYGQFYEDNMCFPAS IVSTTS I

NTDB id 10 SA RS00435 WP 000815646.1 NGAFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
NTDB id 106743 A2I67 RS12765 WP 103211957.1 NGTFTIDTVKAPTIKAVFSYYLQGYGYKKIAQYLEADEKFINRKPYQVRNIIMNPNYCGRVINQYGQYDNMCPSIVSTSI 240
NTDB id 1 SACOL RS00225 WP 000806247.1 NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI 240
consensus !!*!*!*****!!*!!!!*!!**!*!!!!!!!*!!*!***!!!*!!!!!!!!*!!!!!!!!*!!!!!**!!*!*!!!!*!

logo YEEQAQARVI
L
TRTSQKPQI

L
VKQRKTPSSADENQLKQKIKCPCYCDGNTSTLTNI

MTVIRKKNHRHTLRYYVCPKQNMNASRFVCDEFKGINAQESTLEADTKSVLEAVT
NTDB id 10 SA RS00435 WP 000815646.1 YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV 320
NTDB id 106743 A2I67 RS12765 WP 103211957.1 YEQAQAIRSQKQLKRTSSANQLKQKIKCPYCGSTLTNITIRKKHRTLRYYVCPQNMNASRFVCEFKGINAQSLEASVLAT 320
NTDB id 1 SACOL RS00225 WP 000806247.1 YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT 320
consensus !!*!! *!*!!**!***!*!!!!!!!!!!*! *!!!!*!*!!!**!!!!!!!!*!!!!!!!!!*!!!!!!!*!! *!!**

logo CKQDFYFQNQRQI
LYTSKIKNGHATIDQKQRI

LKKRQKRNDI EAKTHKHSTTLNTHQEQL I EKLAQCDGI
KIDAETFREQTQSLHRQQPSQKRPTITSS IHNSGTYHQIQRHKTAFILQ

NTDB id 10 SA RS00435 WP 000815646.1 CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ 400
NTDB id 106743 A2I67 RS12765 WP 103211957.1 CQDFFQNQQLYSKINHTIQQRLKKQKDIEAKSTLTQEQLIEKLAQCKIDAETFREQTQSLHQQSKPISSIHTHQIRKALQ 400
NTDB id 1 SACOL RS00225 WP 000806247.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ 400
consensus !*!!*!!!**!*!!***!**!*!*!**!! **!!**!!!!!!!!! *!!!!!!!!!!!!!*!!*****!! **!!****!

logo NVI IQKQRFTLNI
MLYPYI EDTE INHI STKDNSKNSTLAITGIYFKNEPLNIVKNQTAMEQLSS IVA

NTDB id 10 SA RS00435 WP 000815646.1 NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 106743 A2I67 RS12765 WP 103211957.1 NVIQQRFTLNMLYPYIDEIHITKSKTLTGIYFKNEPLNIVNQTAQSSIA 449
NTDB id 1 SACOL RS00225 WP 000806247.1 NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449
consensus !*!!*!!!!!*!!!!!**!*!*! !*! !!!!!!!!!!!!*!!***!!*
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