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NTDB id 1045 H0N27 RS16330 WP 168727019.1 ........MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVS 72
NTDB id 1067414 ACHFB9 RS05700 WP 417070110.1 MICATNERRTSADAAVLVVDDEEDIRELLELTLLRMGLRSESAGTLAEARALLERGHFKLCLTDMRLPDGEGIELVREIA 80
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..........MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQ 70
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QNYPNTPIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRI 152
NTDB id 1067414 ACHFB9 RS05700 WP 417070110.1 EKHPYLPVAVITAFGSMENAVQVLKAGAFDYLSKPVSLEQIRALVKSVFELPKAEA..GARPLAASALTGESPAMLQVRS 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QRHPQTPVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPEA..EEAPVD.NRLLGESPPMRALRN 147
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VNCGAIPESTNELMESELFFGYHRKKGASFTGADITAEQDRKDQGFL IFLQSAAHNS
NTDB id 1045 H0N27 RS16330 WP 168727019.1 AIKKIARSQAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAH 232
NTDB id 1067414 ACHFB9 RS05700 WP 417070110.1 MIERLSRSQAPIHISGESGSGKERGARQIHELGPRAAGPFVAVNCGAIPENLMESEFFGYRKGAFTGADADRDGFFQAAN 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QIGKLARSQAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAAS 227
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 GGSLFLDEIAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLR 312
NTDB id 1067414 ACHFB9 RS05700 WP 417070110.1 GGTLFLDEVGDLPLTMQVKLLRAIQEKRVRRLGDTAEQAVDLRIISATHRNLKELVDQGRFRQDLFYRLNVIELHMPSLR 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GGTLFLDEVADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLR 307
consensus !!*!!!!!***!!**!!!!!!!!*!!!**! *! *!**!!*!***!*!**! *! *!*!!!!!**!**!**! *!*!!

logo ERGREDVI LPGLLVADENHRTFIL ILKQRKR I
L
C
A
G
M
S

E
D
S
T
W

E
G
T
LPAPVAKPGQRVLQTEGPADAELQAETAKYLKLSANQQYHRSFPGNVRELRENI

M
I
LERAI

L
Y

A
TLCHSSEDADGQRTIDEQI

P
V

E
H
S

H
DLRHI

L
P

E
A
D
P
A
D
L

E
P
R

A
G
A
E
N

E
I
S

Q
S
E
G
N

NTDB id 1045 H0N27 RS16330 WP 168727019.1 ERGEDVLLLANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISN 392
NTDB id 1067414 ACHFB9 RS05700 WP 417070110.1 ERREDIPGLVDTLLRRLASDSGLPVPGVQPDALAALSAYSFPGNVRELENILERALALHSDGRIEVEDLHIEPDEGEESG 398
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ERREDIPLLAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQE 387
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 PFASAAQSIQTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQE 472
NTDB id 1067414 ACHFB9 RS05700 WP 417070110.1 AVD...............GVLRQSESLQDYLDRVEKAAILDAIEKTHGNRTAAARLLGVTFRSLRYRLERLGINE..... 458
NTDB id 1473 PAKAF RS24000 WP 003094694.1 G.A...............ASLSEIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID...... 445
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