
logo MKQVAIGYLRQSTMTKQQSLAAQKQATIKETAI
LAKEKHHNIQYHINTFYSDKQSGRKTDNKRSNGYRQQMITQEL IQQGQCDI

VLCCYRLNRLHRN
NTDB id 10 SA RS00435 WP 000815646.1 MKQVIGYLRQSTMKQQSLAAQKQAIEAIAEKHHIQHINFYSDKQSGRKDNRSGYRQMTQLIQQGQCDILCCYRLNRLHRN 80
NTDB id 1067348 ACHZEV RS07330 WP 316050811.1 MKQAIGYLRQSTTKQQSLAAQKQTIKTLAEKHNIQHITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
NTDB id 1 SACOL RS00225 WP 000806247.1 MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN 80
consensus !!!*!!!!!!!!*!!!!!!!!!!*!***!*!!*!!*!*!!!!!!!!!*!*!*!!*!*!*!!!!!!!!*!!!!!!!!!!!!

logo LKNALKL IMKLCQTKYHVHI LSVHDGYFDMDQKAFDRFLKLNI F I SLAELESDNIGEQVRKNGLIQKEKAKQGRKML ITTHAPFGYEHYH
NTDB id 10 SA RS00435 WP 000815646.1 LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQVRNGLQEKAKQGRLITTHAPFGYEYH 160
NTDB id 1067348 ACHZEV RS07330 WP 316050811.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKLITTHAPFGYHYH 160
NTDB id 1 SACOL RS00225 WP 000806247.1 LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH 160
consensus !!!!!!!*!!!!*!!!!!!!!!!!!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!*!!**!!!!!!**!!!!!!!!!*!!

logo NGATF ITINDQTNVEKASPTVKAVFNYYI
L
K
QGHYGYKKIAQLYLEEADNDTKYF INRQKPYQVRNI I ILNPNYCGRVNINQYGQFYDENMFPSAIVSTSTI

NTDB id 10 SA RS00435 WP 000815646.1 NGAFIINQNESPTVKAVFNYYIKGHGYKKIAQLLEEDNTYINRQPYQVRNIIINPNYCGRVNNQYGQFDNMFPSIVSTSI 240
NTDB id 1067348 ACHZEV RS07330 WP 316050811.1 NGTFTIDTVKSPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI 240
NTDB id 1 SACOL RS00225 WP 000806247.1 NGTFTIDTVKAPTVKAVFNYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI 240
consensus !!*!*!*****!!!!!!!!!!**!*!!!!!!!*!!*!***!!!*!!!!!!!!*!!!!!!!!*!!!!!**!!!!*!!!!*!

logo YEQEAQRVLTRSTQKPQI
VKQRTKSPSDENQLKQKIKCPCYCDHNTSTLTNMTI

VRKPKDHNHSTLRYYVCPKQNMNSAASRFVCDEFKGINAQTELEDTKSVLEAVT
NTDB id 10 SA RS00435 WP 000815646.1 YEQAQRLRSQKQIKQTSSDNQLKQKIKCPCCNTTLTNMTVRKKNHTLRYYVCPKNMNASRFVCDFKGINAQTLEDKVLEV 320
NTDB id 1067348 ACHZEV RS07330 WP 316050811.1 YEEAQVTRTQKQVKRKPSENQLKQKIKCPYCHSTLTNMTVRKPDHSLRYYVCPQNMNSARFVCEFKGINAQELETSVLAT 320
NTDB id 1 SACOL RS00225 WP 000806247.1 YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT 320
consensus !!*!!**!*!!**!***!*!!!!!!!!!!*! *!!!!!!*!!* !*!!!!!!!*!!!**!!!!*!!!!!!!*!!**!!**

logo CKQNDFYFQNQRQI
LYTSKIKNGHATIDQKQRI

LKRQRNDVI EKTHKHTTLTNQHEQL I EKLAQDGI
KIDAETFREQTQSLHRQQPSQKRP I

L
T

T
SS INSAGTHYQIQRHKTAI

FQ
NTDB id 10 SA RS00435 WP 000815646.1 CKDFYQNQRIYTKIKGAIDKRIKRQRNIEKHHTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRTTSINGHQIQHTIQ 400
NTDB id 1067348 ACHZEV RS07330 WP 316050811.1 CQNFFQNQQLYSKINHTIQQRLKRQRDVETKTTLNHEQLIEKLAQGKIDAETFREQTQSLHQQSKPLSSISAYQIRKAFQ 400
NTDB id 1 SACOL RS00225 WP 000806247.1 CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ 400
consensus !**!*!!!**!*!!***!**!*!!!!**!***!!**!!!!!!!!!**!!!!!!!!!!!!!*!!*****!!***!!****!

logo NI IQEKQRFTLNI
MLYPYI EDTE IHNITSKDNKNSTL IAGIYFKNEPLNIVKNQTTMEQLSS IVA

NTDB id 10 SA RS00435 WP 000815646.1 NIIQKRFTLNILYPYIETIHITKDKNLIGIYFKNEPLNIVNQTMQSSIA 449
NTDB id 1067348 ACHZEV RS07330 WP 316050811.1 NIIQERFTLNMLYPYIDEINISKNKTLAGIYFKNEPLNIVNQTTQSSIA 449
NTDB id 1 SACOL RS00225 WP 000806247.1 NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELSIV 449
consensus !!!! !!!!!*!!!!!**!*!*!*!*!*!!!!!!!!!!!!*!!***!!*
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