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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 106731 ACAM58 RS01715 WP 369663963.1 MSLSLVQSRALLGLEAASVTVEVHLANGLPSFTLVGLAETEVKEARERVRSAIQNAGLEFPNNKIVVNLAPADLPKDSGR 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
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NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRAREEGF.KGIILPKQNTREAAIVNDLEVYGVE 157
NTDB id 106731 ACAM58 RS01715 WP 369663963.1 FDLPIALGILAASGQIQPALLAGHEFAGELSLSGELRPVRGALAMALALHTRGIATRLVLPAASAQEAALVPGSEVYGAR 160
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHK..DNQHLIIANANAAEASLTGHQKVFTAN 158
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHK..DNQHLIIANANAAEASLTGHQKVFTAN 158
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQ..VERCLVVPHSNGDQAALVGVERHKSAQ 158
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANK..KQRHLVVPHANGDQAALVGKEQHKSAQ 158
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQK..SKRELIIAKQNANEASLVSDQNTYFAQ 158
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAASK..AKREIIVPQQNANEVSLVSNTQTYCAS 158
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NTDB id 1323 RA0C RS07335 WP 004916218.1 NIKEVIDFFNENCPLEP...TKVNT..RE...EF...HKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSG 226
NTDB id 106731 ACAM58 RS01715 WP 369663963.1 HLLDVVQRFMPEGAALPQGEEQQQQPATDGWARVHAAAAAAAPLYADLADVKGHAGAKRALEIAAAGGHSLLMVGEPGSG 240
NTDB id 1271 LPP RS03220 WP 011213198.1 NLREVCDYLCQ.GTSLQSLPPKPDL..............LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSG 223
NTDB id 1248 GCO85 RS03150 WP 011213198.1 NLREVCDYLCQ.GTSLQSLPPKPDL..............LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSG 223
NTDB id 1153 A1552VC RS00115 WP 000521788.1 SLLEVCADLCG.QQTLSLFQSSPSV..............QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTG 223
NTDB id 1397 DSB67 RS15690 WP 005535577.1 SLLEVCAELCG.QHQLNLYQTPKKK..............ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTG 223
NTDB id 1349 HI 1117 AAC22771.1 TLLDVVQFLNG.QEKLPLATEIVKE..........SAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTG 227
NTDB id 1387 A4U84 RS06900 WP 020457569.1 TLLQVVNFLNN.RDQLPIAQQLSQN..........IAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTG 226
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NTDB id 1323 RA0C RS07335 WP 004916218.1 KTMLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLD 306
NTDB id 106731 ACAM58 RS01715 WP 369663963.1 KSMLAQRFAGLLPPMSVDEALESAAVASLAGSF.SAA.RWMNRPTSAPHHTSSAVALVGGGSPPRPGEISQAHHGVLFLD 318
NTDB id 1271 LPP RS03220 WP 011213198.1 KTMMAKRFSTLLPELSETQALECAAINSIRGKLPDFR.EWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLD 302
NTDB id 1248 GCO85 RS03150 WP 011213198.1 KTMMAKRFSTLLPELSETQALECAAINSIRGKLPDFR.EWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLD 302
NTDB id 1153 A1552VC RS00115 WP 000521788.1 KTMLASRLCDLLPEMSDEEAMETASIASLTQQEINQH.NWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLD 302
NTDB id 1397 DSB67 RS15690 WP 005535577.1 KTMLASRLCDLLPEMSDEEAMETASVASLTQSEINEH.NWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLD 302
NTDB id 1349 HI 1117 AAC22771.1 KTMLASRLTGLLPEMTDLEAIETASVTSLVQNELNFH.NWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLD 306
NTDB id 1387 A4U84 RS06900 WP 020457569.1 KTMLASRLADLLPEMEDDEAIETASVTSLVQNELNFQ.NWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLD 305
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NTDB id 1323 RA0C RS07335 WP 004916218.1 EMPEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLDRI 385
NTDB id 106731 ACAM58 RS01715 WP 369663963.1 EFPEFARSALEALREPLETGTITIARAARRAEFPARFQLVAAMNPCPCGYLGSTLKACRCTPDQISRYQAKLSGPLLDRI 398
NTDB id 1271 LPP RS03220 WP 011213198.1 ELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRI 382
NTDB id 1248 GCO85 RS03150 WP 011213198.1 ELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRI 382
NTDB id 1153 A1552VC RS00115 WP 000521788.1 EMPEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDRF 380
NTDB id 1397 DSB67 RS15690 WP 005535577.1 EMPEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDRF 380
NTDB id 1349 HI 1117 AAC22771.1 ELPEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDRF 384
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ELPEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLDRF 383
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NTDB id 1323 RA0C RS07335 WP 004916218.1 DIHIEVQKVEFDQLSDK..RKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKL 463
NTDB id 106731 ACAM58 RS01715 WP 369663963.1 DLHIEVPAVSAQQLIDA..PPGESTASIRARVVAAREFALQRQGG....PNQALQAGAIDKHAALDDAARKFVYNAAAKL 472
NTDB id 1271 LPP RS03220 WP 011213198.1 DMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVMSKL 458
NTDB id 1248 GCO85 RS03150 WP 011213198.1 DMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVMSKL 458
NTDB id 1153 A1552VC RS00115 WP 000521788.1 DMSIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSGK....VNALLQSREIEQYCPLLKADAEFLESALHRL 455
NTDB id 1397 DSB67 RS15690 WP 005535577.1 DMSLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSGK....VNALLGSREIEAFCPLQKSDAEFLENALHRL 455
NTDB id 1349 HI 1117 AAC22771.1 DLSIEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAGK....INAYLNSKEIERDCKLNDKDAFFLEKALNKL 459
NTDB id 1387 A4U84 RS06900 WP 020457569.1 DLSIEVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRGK....INAQLTTKEIEQDCKLTDRDALFLENALTKL 459
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NTDB id 1323 RA0C RS07335 WP 004916218.1 NLSARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 106731 ACAM58 RS01715 WP 369663963.1 GWSARSTHRALKVARTVADLAGAESVGVVHVAEAVQYRRALRN......... 515
NTDB id 1271 LPP RS03220 WP 011213198.1 KLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 KLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GLSIRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GLSIRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1349 HI 1117 AAC22771.1 GLSVRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
NTDB id 1387 A4U84 RS06900 WP 020457569.1 GLSVRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
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