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NTDB id 1067280 ACH6FA RS03095 WP 002825371.1 KLFYCQTSQNCTYSLLHTPIYSSFNAWMKTAPNRYRFFLNTKEWVDFFYNADFAILECLSEKYCKELL 148
NTDB id 1244 Cj0683 YP 002344101.1 KLFYCL..NDCDYSLLDTPIYSDFKSWIKIGKNHYRFALNAKEMVEFIYDSKEGLLKCIGSSRCKDLI 145
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