
logo

MAS
M
R
A
M
G
S
L
VNKVI IVLVIGRNLGNQRDPDEMVRTYFMPSNGGDEQAVCATNI

L
V
F
T
S
I
VATTSDERSTWKRNDRKAMQSNTGQEMQRKRVEAKVRTEWHNRVIVTLFMF

N
Y
G
R
R
K
Q
LAEVIAGEQYLKRKGGSKLQVYI

L
V

NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 106728 ACAM57 RS29635 WP 184640175.1 ..MASVNKVIVVGNLGRDPEMRTFPSGDQVANVTVATTDRWKDKQSGEMREATEWHRIVFNGRLAEIAGQYLRKGSQVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAP...YDEGYGQS..QEAYQRPAQQSRQPAPDAPSHP 147
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAP...YEEGYGQS..QEAYQRPAQQSRQPASDAPSHP 147
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQG....GMNVPAQQGSWGQ.........PQQPAKQ 147
NTDB id 106728 ACAM57 RS29635 WP 184640175.1 EGSLRTRKWTDKDGIEKYTTEIRA....DQMQMLGSRQGQGGPSGPSDDDGGYGG...GGGYSQGGGG...GGGYAPRAP 148
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGGNQGS..GWNQAPAQTNYNQGG.Y...SDNYAQNNN 148
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NTDB id 1131 NGFG RS05740 WP 003695064.1 QEAPA....APRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 QEAPA....APRRQP.VPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 HQ..PMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 106728 ACAM57 RS29635 WP 184640175.1 AAAPRAPAPAPRQAP.AKSSSGFDDMDDDIPF 179
NTDB id 1390 A4U84 RS00055 WP 021115958.1 FNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
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