logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
106722 ACAM57 RS05875 WP 126024679.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
106722 ACAM57 RS05875 WP 126024679.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
106722 ACAM57 RS05875 WP 126024679.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

sxLx | CDBRLCAALLD=GY LoDesLQRALERHEREVGCRLABVLYD=GCiv=sEBRIABX | EBEREC | PLVRELLRVE Y BPEXK
MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK
.MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL

RerRREXARR LRALPFALBEexsYRVARYRP LSS ESYELYEDSECEMYEPYQA L RBERY WAYAKHYPELGLEY Y P s X
ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP. .P
RSIRPQTALNLQAFPFALE. .GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWAIATHYPELGLEIVVPSGA

SeRCBLSEKLCERLySRG | TBRRLEYALSRQERTCBALCRTLYsBRRY "EBRLYBXLAEQeCr eFLEr "eCGaMPsEEX X
SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA
SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL

80

\1
[eNeoRoNeoNoNoNoNe o]

158

[eNoNoNoNoloNoNe)

237
237

[eNoNoNoNoRoNoNe]



logo

L LRRDALRY EAVPYSESR=eVEaVY E SDPRERBERYRRL v MRPXEBEY L ARPERWEEBL t BEERRYPQRMRLCEXLVQEGLLSR
NTDB id 1028 TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFQNGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR
NTDB id 1306 DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR
NTDB id 1168 A1552VC RS11070 WP 000057200 . 1 o it i e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
NTDB id 1293 VP RS12240 WP 005470600 . 1 Lt e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
NTDB id 1401 DSB6B7 RS12665 WP 010643250 . 1 L i e e e e e e e e e e e e e e e e e e e e e e e e
NTDB id 1251 GCO85 RSO7725 WP 011046523 . 1 L i i e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
NTDB id 1110 NGFG RS09235 WP 003680817 . 1 ittt e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
NTDB id 106722 ACAMS7 RSOB875 WP 12602467 0. 1 . . i i ittt it e e et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
NTDB id 1058 ABD1 RSO01615 WP 001274086 . 1 ottt et e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e
NTDB id 1018 ACIAD RSO1685 WP 00402047 3. 1 i e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e

consensus
roee ek BLRR Gk AL% XpRZLRLUEX| VaRlekd e ]
SS/ISSEALVV% SrRERNEZEXERL XRERROQELTERARS RX rEN 'i. A M>< EéL ARSI

NTDB id 1028 TT RS08215 WP 011173991.1 A QKQ.R GR L [RSG E AW A TQL YEY DPEE

NTDB id 1306 DR RS10060 WP 027479822.1 QSGK EMIHARSIBAAQLEYEFINNPIQ

NTDB id 1168 A1552VC RS11070 WP 000957200.1  .............. ELSIFHAQELmEQLSHI

NTDB id 1293 VP RS12240 WP 005479695.1 . ... . . ... FFISSELAEHLSSI

NTDB id 1401 DSB67 RS12665 WP 010643259.1 .. ... .. ... FFQSHELEEHLSSV

NTDB id 1251 GC0O85 RS07725 WP 011946523.1 MALA...... Q AEQENNLTABQN

NTDB id 1110 NGFG RS09235 WP 003689817.1 .. ... . ...

NTDB id 106722 ACAM57 RS05875 WP 126024679.1 AADINWNHTINSIT A

NTDB id 1058 ABD1 RS01615 WP 001274986.1 = MSALH......

NTDB id 1018 ACIAD RS01685 WP 004920473.1 = MSAFT...... LTRVNTESILE

consensus % %k %k %k %k *k %k %k X *k %k * X %k X %k %k X ok * * Xk  kkxk

Logo YLAV T A i LVEpyed |
<LyutTal ek DRIBIAL: | LeVEOGOB RS 28k  EROYGE

NTDB id 1028 TT RS08215 WP 011173991.1 DPPDPGAPL. LI

NTDB id 1306 DR RS10060 WP 027479822.1 NPPDPKVAL

NTDB id 1168 A1552VC RS11070 WP 000957200.1
NTDB id 1293 VP RS12240 WP 005479695.1
NTDB id 1401 DSB67 RS12665 WP 010643259.1

NTDB id 1251 GCO85 RSO07725 WP 011946523.1 QlgHpe
NTDB id 1110 NGFG RS09235 WP 003689817.1 PQEQKT VAL
NTDB id 106722 ACAM57 RS05875 WP 126024679.1 QQMABK

NTDB id 1058 ABD1 RS01615 WP 001274986.1

NTDB id 1018 ACIAD RS01685 WP 004920473.1 PlLFLKDK IJEIML I[0]
consensus * * % * % * * * %k %k k * | * * > % % % %

>k 3k ok sk ok ok %k ok sk ok

317
317

[eNoRoNoNoNoNoNel

477
472
141
141
141
149
140
155
149
149



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
106722 ACAM57 RS05875 WP 126024679.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
106722 ACAM57 RS05875 WP 126024679.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028 TT RS08215 WP 011173991.1

1306 DR RS10060 WP 027479822.1

1168 A1552VC RS11070 WP 000957200.1
1293 VP RS12240 WP 005479695.1

1401 DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
106722 ACAM57 RS05875 WP 126024679.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

SIQGAANQGKRMISQ
SLSHEKSGHKIHINQ
SLGQEKSGIMKIRINQ
KESQG. . . MSIEYVE

. . ANL\JK

. ASLWD
.AGL\YD
SGDLEGLEISADD

s st BRI R

.G R RISGASDIHFEPYERWIYRVR|H
DRl WWNEA'MND P V F NK LLDA R{NGASDIHFEPYERBAYR R

STSL....WQX8G......... EGQEEE SHTLYI.NEEA EPVERFIBKHWLEDA REIGASDIHFEJYERMAR R
AAET. .. .@INSHVGS . .DVAAETAN QAIAEV PVVRF jslK LLDA BNBKIASDIHFEPYEERRYRVR
ES...... .. DGPTA APQGDE P V INK L DA RNIGASD HFEPYER®IYRVR
ET...... HFNFDTI®SLDLD. . \UE DPHTT DKLK P V INK L DA RNSJASD HFEPYEISJYRVR

* * * * * | %% [ R | * k% |

tREx ot

LY.\..\.I:/\)\A

GALRPYSTLPKGALNA IS VRS

o e Semraeh B0 T ATISLYT e

EAV*XR K|L 8 D

Ut vl DERVOTL T Bl ossip L.
XE&R QD R gp. % éé LICN L QK% (=] EL
R
R
R .
R PQDGRIKLK NINMEYAIDNWIRVSTLPTLFGEKIVLRLLDSSSAR
R PQDGRIKLK NINMMYA IDWIRVSTLPTLFGEKIVLRLLDSSSAJA
R PQDGEGK K SKME AIDFRVSTEPTEIIGEK V R G
R PQDGR @LTFQ GG I DFRVSTLPTLFGEK V R N
R PQDGR KLK (¢ WIDFRVSTLPTLFGEKIV R G
R PQDGRIKLK NK@S AIDFRV)y LPTLFGEK VLR G
R PQDGRIKLK MKMS WIDFRVN| LPTLFGEKIVLR G
ol kkokk x  kokok x| Plsksk DD Do Dok Dok Dskokokk *
AP o s T

VNREHG TFA

V PK GFGFA
V PK Gj3
V PK GJj

NPKIGLTF

TGPTGSGKTVSLYTGLIJILNTE]Y NISTAEDPVEINLEGINQV
TGPTGSGKTVSLYTGLNILNI NISTAEDPVEINLBGINQV
TGPTGSGKTVSLYTGLEJILNIYP NISTAEDPVEIFLPGINQV
TGPTGSGKTV LYT LNILNTM NISTAEDPVEIJY PGINQV
NI TAEDPEEINLPGINQV
TGPTGSGKTVSLYT{§LN LNRP[§ NI TAEDPFJEINLPG NQV V
TGPTGSGKTVSLYTGLNILNTISSSINISTAEDPVEINLIRGINQV
TGPTGSGKTVSLYTGLNILNT|®:WANISTAEDPVEINLIAG NQV
rrrrrrd * * | okox ok ok ok | [ * ok | |

NGLTFA

BGLTFA
VNPK GLTFA
VNPK GLTFA
ko ok ok ok ok | kok |

TGPTGSGKTVSLYTHLNILNTES
C

542
539
217
217
217
226
207
229
221
221

620
617
296
296
296
305
287
308
300
300

700
697
376
376
376
385
367
388
380
380



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
106722 ACAM57 RS05875 WP 126024679.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
106722 ACAM57 RS05875 WP 126024679.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id

1028
1306
1168
1293
1401

TT RS08215 WP 011173991.1

DR RS10060 WP 027479822.1
A1552VC RS11070 WP 000957200.1
VP RS12240 WP 005479695.1

DSB67 RS12665 WP 010643259.1
1251 GCO85 RSO7725 WP 011946523.1
1110 NGFG RS09235 WP 003689817.1
106722 ACAM57 RS05875 WP 126024679.1
1058 ABD1 RS01615 WP 001274986.1
1018 ACIAD RS01685 WP 004920473.1

consensus

AL

ik

AT S LTt A e S LLARLARL

LITAQRLARRL
LITAQRLAR L
LITAQRLAR L

Q
MVGEIRDLETAEIA KAAQTGHLVLSTLHTNSAAET MRLEINMGVEIZFN ASS
MVGEIRDL TAETIAIKA QTGHLVLSTLHTNSAAET MRLEINMGVE FN ASS
MVGEIRDL TAEIAIKA QTGHLVLSTLHTNSAAET MRLEINMGVE FN ASS

INALRSFLRQDPD
IPALRSFLRQDPD
IJALRSFLRQDPD

AL SFLRQDPDIIMVGEIRDLETA TAIKAAQTGH VESTLHTNN
ALR FLRQDPDIIMVGEIRDLETA I IKAAQTGHLVLSTLHTND
AL SFLRQDPDIIMVGEIRDLETAETIAIKAAQTGH V STLHTNSAlY

JA\TL. R IBNMGVINZFNIASSV LI AQRLWRRL
TLTR IINMG INgFNTASSVLIJAQRLARRL

b1 skosk sk sk sk ok ok k

g a SRV oo

............. NI

| LEL

LomiZEe X

K&x&vmﬁﬁ

EaS]=Foys
EHCKVEVKPDPE.
EMSQEPTNADPEV . |8
KHOUIAVRPSALL . QSEFIEEQPN
HTVQL..
PNSQL.

Pkl )% *

kkkkkk 1 x|k

EEML é Kkﬁg T EEME

£ AF

R. MKIN QGIT LEEVLARTI. 889
L EKIN QG T LEEVLAVTAS 887
K. i GITS|Y 562
I. INQGITS)Y 561
I. KQGITSFRE IAIULYF 561
Q. I GIT EEV RVTY 574
Y. QGITSLEEV T ANGEN 558
E. QG TSLEEVVACTN 577
E. QG TSL EV RVTH 570
E. QG TSL E RVTH 570

* ok | okok Dokok

Dk Dokokok |oskokokokok ok

non conserved
similar
>507% conserved

(>4 e

780
T
456
456
456
465
447
468
460
460

857
854
530
529
529
542
526
545
538
538



