
logo MMKKL I LI FLLPSLALFSTLHAVFFAADLYETAQYKPDSKEEDFAPKYFNTPKLQSNCSVQVLDKFFYYI
L
TNCYDYKNSLKGTKAVAYRKVLEVASDNLKEGKEQIKKRAPRFE

NTDB id 1067186 ACH6FT RS02635 WP 002780169.1 .MKLIIFLLAFTLHVFALEAYKPDKDFAPYFNPLNCSVVLDKFFYTNCYDYKLKGTKAVAYKVEASNLKEKQIKKRARFE 79
NTDB id 1225 CJE RS07175 WP 011049930.1 MKKLIILSLLSTLAFADYTQYKPSEDFAKYFTKQNCSQVLDKFYYINCYDYSLKGTKAVAYRLEADNLKGEQIKKRPRFE 80
NTDB id 1224 CJE RS02830 WP 011049704.1 MKKLILLPLLSTLAFADYTQYKPSEEFAKYFTKQSCSQVLDKFYYLNCYDYNLKGTKAVAYKLEVDNLKGEQIKKRPRFE 80
consensus **!!!** !**!!*******!!!***!!*!!****!!*!!!!!*!*!!!!! !!!!!!!!!**!**!!!**!!!!!*!!!

logo DDTNIPKKYRSTTWSDYKNSGYTDRGHI
T
A
LSNASFMRFKSTKTAQAQTRSVTFLMSNITPQNAPQVINAQTRVWNEKI EQKRERSQLVAFLSKFLQGSVLEVL

NTDB id 1067186 ACH6FT RS02635 WP 002780169.1 DDTNIPKKYRSTWSDYKNSGYTRGHIASNASFRFSKAAQTSVFLMSNITPQNAQVNATVWNEIEQRERSLAFKFQSVEVL 159
NTDB id 1225 CJE RS07175 WP 011049930.1 DDTNIPKKYRTTWSDYKNSGYDRGHTLSNASMRKTTQAQRSTFLMSNITPQNPQINQRVWNKIEKRERQVALKLGSLEVL 160
NTDB id 1224 CJE RS02830 WP 011049704.1 DDTNIPKKYRTTWSDYKNSGYDRGHTLSNASMRKTTQAQRSTFLMSNITPQNPQINQRVWNKIEKRERQVASKLGSLEVL 160
consensus !!!!!!!!!!*!!!!!!!!!!*!!!**!!!!*!****!!*!*!!!!!!!!!!*!*!**!!!*!!*!!!**! !**!*!!!

logo NL IVLNYGDKNNPKQFR IRKNGNQIA IPSSYI
T
VKI ILKTGDESRNFEKECYEQVPNNHDENI
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F
NTDB id 1067186 ACH6FT RS02635 WP 002780169.1 NLILYGKNPKFIKNGIAIPSSYVKIIKTSRFEECYEVPNNNIQSEEINDYKISCNKF 216
NTDB id 1225 CJE RS07175 WP 011049930.1 NLVNYDNNPQRIKNNIAIPSSYTKILKGDNFKECYQVPNHDVENENLRIYKVKCDNF 217
NTDB id 1224 CJE RS02830 WP 011049704.1 NLVNYDNNPQRIRNQIAIPSSYIKILKGENFKECYQVPNHEVEDENIRKYKIDCDKI 217
consensus !!**!**!!**!*!*!!!!!!!*!!*!***!*!!!*!!!**** !*** !!* !***
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