
logo MKI F IHLPTWLGDATVMASPSALYGTI
V
K
Y
E
HHFKDNAEQF I LYGSFVSTALFKEFPNASKI I I ENKKLSRYKQALSLRKEKLGKIDLSFA

NTDB id 1067138 ACH6FE RS03240 WP 052791764.1 MKIFIHLPTWLGDAVMASSALYGVYHHFKNAEFILYGSFVSTALFKEFPNAKIIIENKKSRYKQALSLRKKLGKIDLSFA 80
NTDB id 1241 Cj1148 YP 002344539.1 MKIFIHLPTWLGDTVMASPALYTIKEHFKDAQFILYGSFVSTALFKEFPNSKIIIENKLSRYKQALSLRKELGKIDLSFA 80
consensus !!!!!!!!!!!!! !!!!*!!! * *!!! ! !!!!!!!!!!!!!!!!!! !!!!!!! !!!!!!!!!!! !!!!!!!!!

logo FRSAFSSKI I LHI LKTKQRYFFDKNKHYKEEHQVLKYLYF I ENSLDS IKAHFSKDLKLPFKLKFQNP I
L I LKRNGKKI LGLNPGA

NTDB id 1067138 ACH6FE RS03240 WP 052791764.1 FRSAFSSKIILHILKTKQRYFFDKNKHKEEHQVLKYLYFIENSLDIKAHSKDLKLPFKLKFQNPIILKNGKKILGLNPGA 160
NTDB id 1241 Cj1148 YP 002344539.1 FRSAFSSKIILHILKTKQRYFFDKNKYKEEHQVLKYLYFIENSLSIKAHFKDLKLPFKLKFQNPLILRNGKKILGLNPGA 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!! !!!! !!!!!!!!!!!!!!*!!*!!!!!!!!!!!!

logo SFGSAKRWDASYFAKQVALNFSKQSTHDE I L I FGAGKAEQELCDNE I FYHQI
KLKEKQNI

VKVKNLCNKTTIKMTLCQNIAFICDI
LF ITNDS

NTDB id 1067138 ACH6FE RS03240 WP 052791764.1 SFGSAKRWDASYFAQVALNFSKTHEILIFGAGKAEQELCDEIFHKLKEKNVKVKNLCNKTTIKMLCQNIAICDIFITNDS 240
NTDB id 1241 Cj1148 YP 002344539.1 SFGSAKRWDASYFAKVALNFSQSHDILIFGAGKAEQELCNEIYQILKEQNIKVKNLCNKTTIKTLCQNIAFCDLFITNDS 240
consensus !!!!!!!!!!!!!! !!!!!! *!*!!!!!!!!!!!!!! !!** !!! !*!!!!!!!!!!!! !!!!!! !!*!!!!!!

logo GPMHI
L
A
SAAVYKTVKTVAI FGPTKFTQTSPWQNEQNAKLVHYLDLACMPCMQKTCPLKHHKCMKDLKPEQKRVI EEQAKRNLLKNPSHL

NTDB id 1067138 ACH6FE RS03240 WP 052791764.1 GPMHIAAAYKTKTVAIFGPTKFTQTSPWQNQNAKLVYLDLACMPCMQKTCPLKHHKCMKDLKPQRVIEEARNLLKNPHL 319
NTDB id 1241 Cj1148 YP 002344539.1 GPMHLSAVYKVKTVAIFGPTKFTQTSPWQNENAKLVHLDLACMPCMQKTCPLKHHKCMKDLKPEKVIEQAKNLLKNSHL 319
consensus !!!!* ! !! !!!!!!!!!!!!!!!!!!! !!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! *!!! !*!!!!!*!!
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