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NTDB id 1009 ACIAD RS15175 WP 004923730.1 .....PDSN.....GTYTIERPDNLNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKA 566
NTDB id 1052 ABD1 RS15850 WP 001017033.1 .....PKKDETTGGYKYTIERPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTA 578
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 NGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
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