logo

NTDB id 1066129 ACFOH7 RS03015 WP 397451334.

NTDB id 1472 PAKAF RS23995 WP 016253893.1
consensus

logo

NTDB id 1066129 ACFOH7 RS03015 WP 397451334.

NTDB id 1472 PAKAF RS23995 WP 016253893.1
consensus

logo

NTDB id 1066129 ACFOH7 RS03015 WP 397451334.

NTDB id 1472 PAKAF RS23995 WP 016253893.1
consensus

logo

NTDB id 1066129 ACFOH7 RS03015 WP 397451334.

NTDB id 1472 PAKAF RS23995 WP 016253893.1
consensus

logo

NTDB id 1066129 ACFOH7 RS03015 WP 397451334.

NTDB id 1472 PAKAF RS23995 WP 016253893.1
consensus

logo

NTDB id 1066129 ACFOH7 RS03015 WP 397451334.

NTDB id 1472 PAKAF RS23995 WP 016253893.1
consensus

logo

NTDB id 1066129 ACFOH7 RS03015 WP 397451334.

NTDB id 1472 PAKAF RS23995 WP 016253893.1
consensus

eI LR L

MINA RLBLSH Q QRILRLYHLYRLEAIG QSLVLLISSWL @ L] R Al¢C
MiJA RLBILS|® Q QRILRLYHLYRLWIG (YLVLLISSIAL N LIMLVisagal Fl:aYy C
!

Pk bl L0 bk LD LLLEEE LD Tl DELLELL Tk okl Dlskx Lk Ixlxkllx

e T T el
i BTl

N
N
Plkbkk Dokkkx *x x|

LV OLRCRSL Ak TP o

SLALIDV ML LFYAGGGIPSGIGNLL INJVAISN LLRGRYGL IAAWAING YLTF LS|gNd i N Y QAGHLG
MLALWDV MLE LFYAGGG PSGIGELL VPAVAIMN LLRGRMGL 1AaAadc vLTF LSRN I NElY QAGHLG
1 x NPT !

T EEENFIRENE Dkx LT LIRT T ok Kk lklkl D] 11

R AT e Lk s

TL FAAAL QALSJRRNIAR ETLAEERAINNVBINLEELNALILQRMRTGILV DF\ I8 LLANJS ALWNLLEQDI: ESGIoNSIN
TLEFAAAL QALWRRMN ETLAEERAJMNVIANLEELNALILQRMRTGILV Df [NF\ LLANN ALMLLRIQD G
* | |

ASLE
I ! L0 x1 1 11

"""""""" U DAL

GEERN WLNPIWLR Jil \AYA [GPI QPSFIMLNRYEIN] WLIFLED SIMISQQAQQ KLA LGRLTAGIAHE]
RHE EMIBMHC NLNPELREY ISAEMGPH QPSFIFLNRIAWNAYLIFLED sWIMQQAQQ KLA LGRLTAGIAHE
Tl * 11

* UL Dkskskkk !l LD | lx xx PO bkl b bk bk bbb

T R L

TRNPLGATISHAAQLLIMESEELSJYPDRL QIIj3IDQ RMMLVIENVLQLSRRRQAEPQLDLKEWLINAFVSEY GLE:NNNY
IRNPLGAISHAAQLLNESEEL PDIRL QII DQ RMMNLVIENVLQLSRRRQAEPQ[NLDLKIXWL[IIE VINENSYGINAI]
PEELLT Ll Dbl bl Elskl Dbkl bokokd b LUULEEEELE LTI L b b okl
U S0 e Vot
S |IL]] AADKLNKL

WLH | GEGEY WTRMDP QLWQV NL QNGLRYS [SgHPM QVWL LiRil PMSDLP E DDGPGV jy WLISY FEP
SJoLH [ cMch MTRMDPEQLIQV NL QNGLRYS [HE quwL LI\ PlESDLP E DDGPGVEIN RLRRY FEP
! * 1

SBLAeToteTR IPL L Rel
TR m

FFTTESKGTGLGLY SRELCESNQAJsl DYRJR [GGGEJCFRITF AHPRKL SEESPIe]
FFTTESKGTGLGLY SRELCESNQA DYR R AGG[ECFRITF AHPJIKL S]]
LU sk b b hsksk b Dok L0 DL ELLLLLL 1L

A Bl s

AL A e AL

A LRRLL e Y

80
80

160
160

239
240

319
320

399
400

479
480



(>4 ES

non conserved
similar
>50% conserved



