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NTDB id 1066127 ACF0H7 RS02995 WP 397451330.1 ...MITGTSARSSGFSMIEVLVSLLIIVIGVLGMVGLQSKAVPYTQDSVQRNNAIMLADDLIELIRSSSF......DGTT 71
NTDB id 1195 PAKAF RS24020 WP 016253895.1 MLLKSRHRSLHQSGFSMIEVLVALLLISIGVLGMIAMQGKTIQYTADSVERNKAAMLGSNLLESMRASPKALYDVKDQMA 80
consensus *** * ! * !!!!!!!!!! !!*! !!!!!!***! ! **!! !!! !! ! !!* !*! *! !* ******!
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NTDB id 1066127 ACF0H7 RS02995 WP 397451330.1 NYKSFQKPVGSAFPTPQTSCVPTPISIPDRLGCWAAQAATMLPTTPSQLLNSFYICWSTIPGDATSAICPGGSEVEIQLA 151
NTDB id 1195 PAKAF RS24020 WP 016253895.1 TQSDFFKAKGSAFPTAPSSCTPLPDAIKDRLGCWAEQVKNELPGAGDLLMSDYYICRSSKPGDCDG....KGSMLEIRLA 156
consensus ! !* !!!!!!***!! ! ! !*!!!!!!! ! !! * !* *!!! !* !!!* **** !! *!! !!

logo WRTGVKPQGACLVDNAGASDSSTSADATSTLTCTYYKTI
LRTVERLP

NTDB id 1066127 ACF0H7 RS02995 WP 397451330.1 WTVKPGACLDGSST...ATTCTYKIRTRL 177
NTDB id 1195 PAKAF RS24020 WP 016253895.1 WRGKQGACVNAADSSADTSLCYYTLRVEP 185
consensus ! !*!!!* * **** * ! ! *! *
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