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NTDB id 1257 GCO85 RS04855 WP 163621000.1 ..................MRK......IIAILILISASLSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFI 56
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NTDB id 1009 ACIAD RS15175 WP 004923730.1 ..............MKQIIRQFSI..GTVAY......AIMQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQ 57
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ..............MNHVFRQFSM..GAVAI......AIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQ 57
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ..............MNHVFRQFSM..GAVAI......AIMQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQ 57
NTDB id 1066076 ACF8YQ RS03105 WP 224851273.1 MNSRNMHEQTGLGSRLAMFKKLNVCVGVIA......IGLWSGLASAVTLQDLSFSSLPGERLEVTMQFDGTPP.EPSGYT 73
NTDB id 1193 PAKAF RS26665 WP 003161249.1 .....................MNSGLSRLGIALL..AAMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYT 56
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 TQKPPRLVLDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENS 136
NTDB id 1284 ACE17W RS12370 WP 010946666.1 TQKPPRLVLDFISTDMQIPSDQKTKTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENS 136
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LEQPARLILDFDKAGQKL..AKSLIPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTAT... 132
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LENPSRLILDFDKAQQGL..KQSKISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSNK... 132
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LENPSRLILDFDKAQQGL..KQSKISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSNK... 132
NTDB id 1066076 ACF8YQ RS03105 WP 224851273.1 IERPARIAVDLKDTTSAL..NQRSIPLGTGNAQSVTVVETKDRTRLIFNLVELVPHDTVRTNNSLVMTIGGESDAVASTS 151
NTDB id 1193 PAKAF RS26665 WP 003161249.1 IEQPARIALDLPGVQNKL..GTKNRELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVAS 134
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 KEVF.............ITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKR 203
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KEVF.............ITNQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKR 203
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ..PV..............ATSAPAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARR 196
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ..PL..............PVVS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARR 195
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ..PL..............PVVS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARR 195
NTDB id 1066076 ACF8YQ RS03105 WP 224851273.1 ........QPAQRT....ATVSSASSNALAGVDFRRGKEGEGRVIVDLGSNTATVNLNELGGRIRLTMPDLQVPADLRRR 219
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TAPVKASPAPASYAQPIKPKPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVR 214
consensus ** * *** ***!*** **! !**!* * *******! **** ** ***! ! *!

logo

Y
LNDTVKNSTDFHASTPVATSQFRISVINTDSTMAFSQYAVQNQDEDSKGDSKGNRSKVATVGSRVVMIESTI ERLQPSETKSGLDSYDGEHYI

L
F
M
V
AYQSTVADGNERKNERQKFLMTI

V
D
S
I
L
V
E
F
K
A
P
R
M
L
P
S
Q
T
Q
T
A
DEDNKEVAINEVRALRQTNARSRSLKEKLYDENKNTKFPQAPVNFYSTGENKRKI

LSLDNFQNDIDSE I
VR

NTDB id 1257 GCO85 RS04855 WP 163621000.1 YDVSDFHSPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIR 283
NTDB id 1284 ACE17W RS12370 WP 010946666.1 YDVSDFHSPVQIITMQQEGKKVRMTILSKGDYGHFVYQVNKQFMVDVFPLTAEEIRQAKLKKQVFTGKRISLNFQNISIR 283
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LNTTDFATPVASIDSYNDGSNGVISIQSTGSYEYMAYQAENKLTISLKRPQD.NVRLNSKNNQNYTGKKISLDFQDIEVR 275
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQD.KNVTSLYKTPNYSGNKLSLDFQDIEVR 274
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LNVNDFATPVSSIDAYNDKGVGVITIQSSGSYEYMAYQAENKLTISLKRPQD.KNVTSLYKTPNYSGNKLSLDFQDIEVR 274
NTDB id 1066076 ACF8YQ RS03105 WP 224851273.1 LDVTDFATPVTRIDTFVEDGSAVVEIRPEGDYDYIAYQSGREFTVSVEALSQEEAEARREEKFPYTGEKLSLNFQDIEVR 299
NTDB id 1193 PAKAF RS26665 WP 003161249.1 LDVKDFATPVQFVNASAQSDRTSITIEPSGLYDYLVYQTDNRLTVSIKPMTTEDAERRKKDNFAYTGEKLSLNFQDIDVR 294
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 AVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKL 363
NTDB id 1284 ACE17W RS12370 WP 010946666.1 AVLQLLADFTGINMVVSDKVQGDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKL 363
NTDB id 1009 ACIAD RS15175 WP 004923730.1 RVLQLLADFTNINMVTADSVQGNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKL 355
NTDB id 1039 H0N27 RS01460 WP 031993779.1 RVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKL 354
NTDB id 1052 ABD1 RS15850 WP 001017033.1 RVLQLLADFTGINMVAADSVQGNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKL 354
NTDB id 1066076 ACF8YQ RS03105 WP 224851273.1 SVLQLIADFTGLNLVASDTVGGSITLRLQNVPWDQALDLILKTKGLDKRQIGNVLLVAPAEEIAAREKLELETNKQIAEL 379
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SVLQLIADFTDLNLVASDTVQGNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAEL 374
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 EPIRSDLIQINYAKAADIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQD 412
NTDB id 1284 ACE17W RS12370 WP 010946666.1 EPIRSDLIQINYAKAADIAVLIKDK...............................QNSLLSDRGKISVDARTNTIWIQD 412
NTDB id 1009 ACIAD RS15175 WP 004923730.1 APLQTEYILLKYAKAADIEKLITQGRNSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIIND 426
NTDB id 1039 H0N27 RS01460 WP 031993779.1 APLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIIND 434
NTDB id 1052 ABD1 RS15850 WP 001017033.1 APLQTEYIQLKYAKAGDIMGLITQGSNNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIIND 434
NTDB id 1066076 ACF8YQ RS03105 WP 224851273.1 APVRLDIIQVNYAKAADVVALIQAD................................EELISSRGFVSSDARTNTISVRE 427
NTDB id 1193 PAKAF RS26665 WP 003161249.1 APLRRELIQVNYAKAADIAKLFQSVTSDGG..........................QEGKEGGRGSITVDDRTNSIIAYQ 428
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 TGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSG.......TLEGANELA........RGT 477
NTDB id 1284 ACE17W RS12370 WP 010946666.1 TGTKIEEVRELIKQLDIPVKQVLIEARIVEVTKDFSQDIGIRWGVSRPTHLSG.......TLEGANELA........RGT 477
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TSQKIDQIRKMIDLLDIPVKQVMIEARIVRATTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDSN.....G 501
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETTGGY 514
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TAQSIDQIRKMIDLLDVQVKQVMVEARIVRASTSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKKDETTGGY 514
NTDB id 1066076 ACF8YQ RS03105 WP 224851273.1 TAEKLEEIRRLVSTWDVPVRQVSIEARIVRAQTNVAEDLGVRWGGAAYNVDGDDVITVGGSLGTLQEARD.....AASGG 502
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PQERLDELRRIVSQLDIPVRQVMIEARIVEANVGYDKSLGVRWGGAYHKGNWSG.YGKDGNIGIKDEDGM.....NCGPI 502
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 APANVVPLERRLNLDLAAVPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEI 556
NTDB id 1284 ACE17W RS12370 WP 010946666.1 APANVVPLERRLNLDLAAAPLTGATPASVGIALAKLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEI 556
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TYTIE.......RPDNLNVDLGVTTTGASSIAFGLISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEV 574
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KYTIE.......RPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQV 586
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KYTIE.......RPDNLNVDLGVSNP.AGSIAFGLISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQV 586
NTDB id 1066076 ACF8YQ RS03105 WP 224851273.1 SNTISFPG.......ALGVDLGVSGDGASSFAIGWGS.DDFLVDLELSALESDGRAEVVSQPRVVTADRQTASIKSGEEI 574
NTDB id 1193 PAKAF RS26665 WP 003161249.1 AGSCTFPTTGTSKSPSPFVDLGA.KDATSGIGIGFIT.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEV 580
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 PYQEATSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLG 632
NTDB id 1284 ACE17W RS12370 WP 010946666.1 PYQEATSSGAT...AVAFKKAVLSLKVTPQITPDGKILMDLQINQDTPS.PQTFLGVPAIITKEIQTNVLVNNGQTIVLG 632
NTDB id 1009 ACIAD RS15175 WP 004923730.1 PYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILMELNIANDSIN.SYAQNGEAILNKNTINTNVLVNNGETVVLG 653
NTDB id 1039 H0N27 RS01460 WP 031993779.1 PYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILG 665
NTDB id 1052 ABD1 RS15850 WP 001017033.1 PYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQMKLDISKDSVA.GAAPNGELILNKNNINTNVLVDNGETVILG 665
NTDB id 1066076 ACF8YQ RS03105 WP 224851273.1 PYQEATSSGAT...NVEFKEAVLSLEVTPQITPDDKIIMDLVVNQDSR..GEVTAGIPSINTNEVTTQVLVANGETVVLG 649
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PYQEASSSGAT...STSFKEAALSLEVTPQITPDNRIIVEVKVTKDAPDYQNMLNGVPPINKNEVNAKILVNDGETIVIG 657
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NTDB id 1257 GCO85 RS04855 WP 163621000.1 GIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFITPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFVTPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFVTPRIVNDTLARNH.......... 721
NTDB id 1066076 ACF8YQ RS03105 WP 224851273.1 GIFQSEVATQTTKTPFLGDIPYLGRLFKRTEHVDERSELLIFITPKIIKNDILQ............ 703
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIMNNQAIAIGR......... 714
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