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NTDB id 1065913 ACHZK0 RS21425 WP 242253434.1 MLQPKTRWKEKEYNNERVSELASKLQLSPLVVSLFLGRGLDTEDKILDFLNTENQEFHDPFLLEGMDRTVERVNKAVQNG 80
NTDB id 354 BSU 27620 NP 390640.1 MLASKMRWEIQRPDQDKVKSLTEQLHITPLVASLLVKRGFDTAESARLFLHTKDADFYDPFEMKGMKEAADRIKQAISQQ 80
consensus !! *! !! * ***! ! !***!!! !! * !! !! * !!*! *!*!!! * !! *!* !* *
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NTDB id 1065913 ACHZK0 RS21425 WP 242253434.1 EQILIFGDYDADGVSSTTVLYLALQELGADVEFYIPNRFTEGYGPNEEAFRWAHSAGFSLIITVDTGIAAVHEAKVAKEL 160
NTDB id 354 BSU 27620 NP 390640.1 EKIMIYGDYDADGVTSTSVMLHTLQKLSAQVDFYIPDRFKEGYGPNEQAFRSIKERGFSLIITVDTGIAAVHEAKVAKEL 160
consensus ! !*!*!!!!!!!!*!!*!* * !! ! ! !*!!!! !! !!!!!!! !!! * !!!!!!!!!!!!!!!!!!!!!!!!

logo GLVDLVI ITDHHEPGPPELPDEAVLRAI IVHPKLQDPGCGTVYPFHKEYLAGVGVAFKLVAHALLGERLVPDEEHLLDE I
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NTDB id 1065913 ACHZK0 RS21425 WP 242253434.1 GVDLIITDHHEPPPELPEALAIIHPKLDGGVYPFHYLAGVGVAFKVAHALLGRVPEHLLEIAVIGTVADLVSLHGENRLL 240
NTDB id 354 BSU 27620 NP 390640.1 GLDVIITDHHEPGPELPDVRAIVHPKQPGCTYPFKELAGVGVAFKLAHALLGELPDELLDLAAIGTIADLVPLHDENRLI 240
consensus !*!*!!!!!!!!*!!!!* !!*!!! *!* !!!* !!!!!!!!!*!!!!!! *!**!!**! !!!*!!!!*!! !!!!*
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NTDB id 1065913 ACHZK0 RS21425 WP 242253434.1 VKRGLKHMRMTKNIGLKALFKVANVSQSEITEESIGFSIAPRINAVGRLEDATPAVHLLLSDDPEEAKELAEEIDELNKL 320
NTDB id 354 BSU 27620 NP 390640.1 ATLGLERLRRTNRLGLKELIKLSGGDIGEANEETVGFQLAPRLNAVGRIEQADPAVHLLMSEDSFEAEELAAEIDQLNKE 320
consensus !! **! ! *!!! ! !* ! !!**!! *!!!*!!!!!*! ! !!!!!!*!*!* !! !!! !!! !!!
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NTDB id 1065913 ACHZK0 RS21425 WP 242253434.1 RKDIVKQITEEAIAEVENNFPPEDNKVLVLAKEGWNPGVIGIVASKLVERFYRPTIVLSIDPVKETAKGSARSIAGFDLF 400
NTDB id 354 BSU 27620 NP 390640.1 RQKMVSKMTDEAIEMVEQQ..GLDQTAIVVAKAGWNPGVVGIVASKLVDRFYRPAIVLGIDEEKGIAKGSARSIRGFNLF 398
consensus ! *! *!*!!! !!***** !* *!*!! !!!!!!*!!!!!!!!*!!!!! !!! !!* ! !!!!!!!! !! !!
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NTDB id 1065913 ACHZK0 RS21425 WP 242253434.1 ANLSDCRELLPHFGGHPMAAGMTLHMNDVAELRRRLNEQAEVILTEEDFIPITAVDVFCKVEDVTLAAIEDMQKLAPFGV 480
NTDB id 354 BSU 27620 NP 390640.1 ESLSECRDILPHFGGHPMAAGMTLKAEDVPDLRSRLNEIADNTLTEEDFIPVQEVDLVCGVEDITVESIAEMNMLSPFGM 478
consensus !!*!!**!!!!!!!!!!!!!!!* !!**!! !!!! !* !!!!!!!!* !!* ! !!!*!* ! *!* ! !!!*
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NTDB id 1065913 ACHZK0 RS21425 WP 242253434.1 GNPKPRIAVKDADLESIRAIGSDGSHLKMALRDGQATLDTIGFGFGAYAKEISPVAKVSVIGEASINEWNNFKKPQLMVQ 560
NTDB id 354 BSU 27620 NP 390640.1 LNPKPHVLVENAVLEDVRKIGANKTHVKMTIRNESSQLDCVGFNKGELQEGIVPGSRISIVGEMSINEWNNRKKPQLMIK 558
consensus !!!!** ! ! !! *! !! *!*!! *! !!**!! ! ! ! **!**!! !!!!!!! !!!!!!*
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NTDB id 1065913 ACHZK0 RS21425 WP 242253434.1 DIAVEAWQLFDWRSMRNVEANVAELPKEKITMVYFSEEVLNKFSLEDYKEHMM.....HASEVTHLDDQYIVLLDLPKGT 635
NTDB id 354 BSU 27620 NP 390640.1 DAAVSEWQLFDLRGKRTWEDTVSALPSAKRAIVSFKEDSTTLLQTEDLRREVHVISSKDQAKAFDLDGAYIVLLDPPPSL 638
consensus ! !! !!!!! ! ! ! ! !! ! *! ! !* !! * ********* *!! !!!!!!*!*

logo DEMLARDRLFLEKGVGKAFPESR IYFTI
LFLYNQEHENDNHFLFLSTFVPATRDEHFKWYYASFLLSKQKRAGAPFDSLVKRKQHYGASEQLACKQHKGWSKVDETI

VNFMTKQVFFDELEG
NTDB id 1065913 ACHZK0 RS21425 WP 242253434.1 DELRDLFKVGFPSRIYTLFYQENNHLFSTVPTREHFKWYYSFLSQKAPFSLRQYGAQLCQHKGWSKDTVNFMTQVFFELE 715
NTDB id 354 BSU 27620 NP 390640.1 DMLARLLEGKAPERIYFIFLNHEDHFLSTFPARDHFKWYYAFLLKRGAFDVKKHGSELAKHKGWSVETINFMTKVFFDLG 718
consensus ! ! ! ! !!! *! ** ! !! ! !*!!!!!! !! ***! ** *! !* !!!!! *!*!!!! !!!*!

logo FVKTI EKDNGVI
L
F
S
M
V
A
V
D
S
G
K
A
K
K
QKRDL ITDESNQTYQRAEKMQNQHLLMEQLDEKQEKLNVYSSTAYEQEQLKYETWFLENKTI

L
M
R
K
N
H
Q
D
K
E
S
E
V
A
E
Q
Y
E
L
G
S
TRRT

NTDB id 1065913 ACHZK0 RS21425 WP 242253434.1 FVTIKDGVIFMADKKQKRDLIESNTYREKMNHLQLEKELVYSTYQQLYTWFETIRNHKEVEQLG.... 779
NTDB id 354 BSU 27620 NP 390640.1 FVKIENGVLSVVSGAKKRDLTDSQTYQAKQQLMELDQKLNYSSAEELKEWLNKLMKQDSEAYESTRRT 786
consensus !! ! !!* * !!!! *!*!! ! *** !* ! !!* ! ! * * ****

X non conserved

X similar

X ≥ 50% conserved


