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NTDB id 462 GPW51 RS00385 WP 012774894.1 IDISQTDPTLAPYAK|GEVTLRLSTKA SQEEAN|®:}

NTDB id 412 SMU RS09535 WP 002262393.1 . TKLYSRVLRFFGIGES.LVT LEDLIIRAQTDPT APYAKTGEVT RLSTKARHIQEEA EJS

NTDB id 170 SP RS09755 WP 000642718.1 AN M TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQES

NTDB id 280 KZH43 RS08670 WP 000642700.1 AN MATGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQES

NTDB id 205 SPR RS08830 WP 000642700.1 BN MM TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQHS

NTDB id 239 SPD RS09270 WP 000642701.1 BN MM TGSKLYSRVLRFFGIGESQLVTILADLIDNQMDPTLAPYAKTGEVTLRLSTKASSQEEANQES

NTDB id 538 SMSK321 RS11060 WP 000642686.1 RN MATGSKLYSRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQL

NTDB id 510 SM12261 RS08320 WP 000642690.1 BTGSKLEISRVLRFFGIGESQLVTIL DLIDNQTDPTLAPYAKTGEVTLRLSTKASSQEEANQY

NTDB id 1065903 ACHZKO RS18245 WP 262740365.1 KPMM EF.RNFTEN YSRVLRFFGIGESQLIAWY [ADLIDEQT PT APIBANBIGEVTLRL FAKI[ANEY EAJVGR

NTDB id 124 BSU 16930 NP 389575.2 APIMAIWIGEVTLRL AH.D KIFTERL
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LEEKSRMLDIPIKNLEEHGVVSEFTAQKMAEQARSKTQSDFGISLTGVAGPDSLEGHP GTVFIGLAQ QGTER
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