
logo

MSEQNTAKM
T
L
S
D
P
D
NRKTEHI

LEEKSSYTWDRLETDTI FAQTDADEWEKTEFYEQAS ITKVEQDLLKPKALSTAEFYAKGHKLGLDSAKNNLLEGALTEQLYEYDMES ILMSMRRLEGKI
LY

NTDB id 1065894 ACHZK0 RS06145 WP 000003387.1 MSEQNTAKTLPDRKEIEESSTWRLEDIFQTDAEWEKEFQAIKELLPKLTEFKGKLGDSANNLLEALQYEDEISMRLGKLY 80
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ........MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIY 72
consensus ******** * ! **!! !! ! !! !!!*!! !* !*! * * !*! !!! !!! ! * !! !*!

logo

T
VYAHSMKRNYDQDTTNVGSLVYQAELYNQADKRASTNLYSQLVSESASFTAYFI EVPEFI LMAS ILDSDEDKKTLAQETFKLEKEQENPRDGLGSLVYDEHAYFLEER I

L
L
T
A
R
N
Q
K
R
D
PHVLSEQAE

NTDB id 1065894 ACHZK0 RS06145 WP 000003387.1 TYAHMRYDQDTTNSVYQALNDRATNLYSQVSSSTAYIVPEILSISEDTLQTFLKENRDLSVYEHALEEITRQRPHVLSEA 160
NTDB id 480 HSISS4 RS02090 WP 002890133.1 VYASMKNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQE 152
consensus !!*!* !!!!! *!! * *!*!!!!!*! !! !! * * * ! ! * ! *!*! ! * ***!!!!

logo

A
EEAELLAAEAGSDE I

V
F
M
N
S
A
G
P
S
S
T
D
NTFGNMVLDNNADI

L
K
LFPSWI

V
K
S
D
G
E
G
D
QGDEEVVE I

LTHGNRFYIQTFLLMESDKDRDRI
VREKDGAFYEKAMVYEGTYEGKQFYKQHNTFYAQST

NTDB id 1065894 ACHZK0 RS06145 WP 000003387.1 EEALLAEASEVMSASSNTFGMLNNADLKFPSIKGEDGEEVEITHGRYIQFLESDDRRVREDAFKAVYETYGKYKNTFAST 240
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