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MFGSFWFLRKRKKPKQQTETPAALEEPAPAQTVEQPPEETASAQKPLVAEDSEPVADQREIAVGNEIKQETDERVEQSLAEASHVEKAGPRAESAVHVE

NTDB id 1065792 ACH105 RS18555 WP 395764082.1 MFGSNDDKKTPAEAGEKKGLFGWLRKKPQT..PAAEPPATEPPEESQPLADEPDREA..EQTEREQLAEAHEAP...VHE 73
NTDB id 1118 NGFG RS11455 WP 003696286.1 ...................MFSFFRRKKKQETPALEEAQVQ..ETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVE 59
consensus ********************! * !*!* **!! !** **! ** !* ** * ! !!! * ***** *!
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NTDB id 1065792 ACH105 RS18555 WP 395764082.1 PAS...EPVEPPSVQLPE.....PEPVPS.........AEPTQPTAAAPEPAAPTRLGFFARLRQGLSKTSASIGEGMAS 136
NTDB id 1118 NGFG RS11455 WP 003696286.1 TVSGAVEQVKETVAEMPSEAGEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAG 139
consensus * !***!*! ** *! ******!*!*!**********!* * !* * ***!!* !!!*!!! !* ** *!
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LMKQDNLVRTGRRVSLRKEGLAKDGSGNAELRYGRALKQEAELAYDGL ILKRPLVEKQPLVLVDPEGGTKEQPFY
NTDB id 1065792 ACH105 RS18555 WP 395764082.1 LFLGKKAIDDDLLEELETRLLTADVGVEATGAIMQNLTRRVSRKELADSGALYRALQEELAGLLRPVEQPLVVDGGKQPY 216
NTDB id 1118 NGFG RS11455 WP 003696286.1 VFG.GGQIGEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPF 218
consensus *! * ! *!! !!!!! !*!*!*!*!!! *! * !!! ! ! ! ! !! ! ! !**!*! !!!** ! !*
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NTDB id 1065792 ACH105 RS18555 WP 395764082.1 VILVVGVNGVGKTTTIGKLAKKLQNEGKKVMLAAGDTFRAAAVEQLQVWGERNRIPVIAQHTGADSASVIFDAVQAAKAR 296
NTDB id 1118 NGFG RS11455 WP 003696286.1 VIMLAGINGAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQAAKAR 297
consensus !!** !*!! !!!!*!!!!!! ! !! !*!!!!!!!!!!! !!!! !! !! **!! !*!!*!!! !*!!!!!!!!!!
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NTDB id 1065792 ACH105 RS18555 WP 395764082.1 GIDVLIADTAGRLHTKDNLMEELKKVRRVIGKLDETAPHEVLLVLDAGTGQNAINQTRQFNQAVELSGIALTKLDGTAKG 376
NTDB id 1118 NGFG RS11455 WP 003696286.1 GIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKG 377
consensus !!!***!!!!!!! ! *!!!!*!!!*!!* ! * !!!!***!!!! !!!!*!! * ! !* !*!* *!!!!!!!!!
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VRYIGVGEGIDDLRPTFDEADRAFVDKALFLDGQDER
NTDB id 1065792 ACH105 RS18555 WP 395764082.1 GVIFALAKQFGTPIRYIGVGEGIDDLRTFEADAFVKALFGQDER 420
NTDB id 1118 NGFG RS11455 WP 003696286.1 GILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD.... 417
consensus !** !!! * !*!!!!!!!!!!!!!*!*! !!! !! ****
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