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NTDB id 1065770 ACH105 RS03345 WP 313280618.1 MPGTAARRIWSEAGNPVDTDTLAIAAGQSQRILRLYHLYRLAIGLALVLLISSDLHNDLLQMSNPQLFSYGAWLYLIVNI 80
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ................MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNI 64
consensus ***************** * ! * ! !!!!!!!!!!!! !!! !!!!!!!*!* *! * *! !!* ! !*!!* !!
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NTDB id 1065770 ACH105 RS03345 WP 313280618.1 VVAVLLQNPTQTVQVLALALVDVMLLAALFYFAGGTPSGIGNLLIIAVAISNILVRGKVGFLIAAVAATGLIYLTFYLSL 160
NTDB id 1472 PAKAF RS23995 WP 016253893.1 LVALFLPPSRQLLPIFILALTDVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSL 144
consensus *!!* !*** ! *** !!! !!**!**!!! *!! !!!!! !!**!!!! !!!*!!**! *!!! ! !!*!!!!*!!!
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NTDB id 1065770 ACH105 RS03345 WP 313280618.1 SHPAANSQFVQAGALGTLCFAAAFLVQGLTRRLQASEDLARQRAADVANLEALNTLILQRMRTGILVLDPQQRVLLANQG 240
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SSPDATNHYVQAGGLGTLCFAAALVIQALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQA 224
consensus !*! ! **!!!!*!!!!!!!!! **!*! !! *! !! !! !!!!! !! !!!!!!!!!!!!*!* ! *!!!!!*
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NTDB id 1065770 ACH105 RS03345 WP 313280618.1 ALQMLEQDSLTGTKLAEHCPDLIARLGQWQNNPTLRAQGLQISSGGPMLQPSFASLQHGERCNTLVFLEDISQIAQQAQQ 320
NTDB id 1472 PAKAF RS23995 WP 016253893.1 ALGLLRQDDVQGASLGRHSPMLMHCMKQWRLNPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQ 304
consensus !! *! !! * ! !* !*! !**** !! !!*!!** ! * * !! *!!!! !!** * ** !*!!!!!!!!!!!!!!
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NTDB id 1065770 ACH105 RS03345 WP 313280618.1 LKLASLGRLTASIAHEIRNPLGAISHAAQLLQESEQLDGPDRRLAQIIQDHSRRMNLVIENVLQLSRRRQAEPQLLDLKY 400
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MKLAGLGRLTAGIAHEIRNPLGAISHAAQLLQESEELDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKE 384
consensus *!!! !!!!!! !!!!!!!!!!!!!!!!!!!!!!! !!*!!!!! !!!!!*!*!!!!!!!!!!!!!!!!!!!!! !!!!
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NTDB id 1065770 ACH105 RS03345 WP 313280618.1 WLHRFVSEFRSGLSPRQCLHLETIGSSLQTRMDPNQLTQVLTNLVQNGLRYSGQVHDTAQVWLRLYRDESSDLPMAEVLD 480
NTDB id 1472 PAKAF RS23995 WP 016253893.1 WLQRFVDEYPGRLRNDSELHLQLGAGDIQTRMDPHQLNQVLSNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIID 464
consensus !!*!!! !** ! * *!!! * *!!!!!!*!! !!!*!!!!!!!!!!*! ! *!!!! ! !!* !!!!* !**!
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NTDB id 1065770 ACH105 RS03345 WP 313280618.1 DGPGVAPEQLSNIFEPFYTTESKGTGLGLYISRELCESNQARLDYQPRPEGGSCFRIVFAHPRKLG 546
NTDB id 1472 PAKAF RS23995 WP 016253893.1 DGPGVPADKLNNLFEPFFTTESKGTGLGLYLSRELCESNQARIDYRNREEGGGCFRITFAHPRKLS 530
consensus !!!!!*** ! !*!!!!*!!!!!!!!!!!!*!!!!!!!!!!!*!! *!*!!! !!!! !!!!!!!
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