
logo MLLYL I I FYSGACCASFLTVCAWRLP I EKS I ITPRSHCDCCQQPSLAWHDLLPLFSYLYLHRGHCRTCHAQIKPTFLFSEL I
NTDB id 106516 A4W82 RS09705 WP 105300115.1 MLLYLIIFYSGACCASFLTVCAWRLPIEKSIITPRSHCDCCQQPLAWHDLLPLFSYLYLHGHCRTCHAQIKPTFLFSELI 80
NTDB id 623 LCA RS08810 WP 011375453.1 MLLYLIIFYSGACCASFLTVCAWRLPIEKSIITPRSHCDCCQQSLAWHDLLPLFSYLYLRGHCRTCHAQIKPTFLFSELI 80
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!

logo GGLLACF I FSESLSWDLAYLLVI LFYI SLVDLFYYI LYP IPLFASLVPLFYLYWPQNHWLGAI
T
I
VFCCGLLLTTYWASGSFG

NTDB id 106516 A4W82 RS09705 WP 105300115.1 GGLLACFIFSESLSWDLAYLLVILFYISLVDLFYYILYPIPLFASLVPLFYLYWPQNHWLGATIFCCGLLLTTYWASSFG 160
NTDB id 623 LCA RS08810 WP 011375453.1 GGLLACFIFSESLSWDLAYLLVILFYISLVDLFYYILYPIPLFASLVPLFYLYWPQNHWLGAIVFCCGLLLTTYWASGFG 160
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! *!!!!!!!!!!!!! !!

logo FGDVELLTI LTLWVGLEPSVLR I LLAACL IC I LFQGIKKIWPSPKQATRQIPF IPY I SMGVVI ILLLQTPQ
NTDB id 106516 A4W82 RS09705 WP 105300115.1 FGDVELLTILTLWVGLEPVLRILLAACLICILFQGIKKIWPSPKQATRQIPFIPYISMGVVILLLQTPQ 229
NTDB id 623 LCA RS08810 WP 011375453.1 FGDVELLTILTLWVGLESVLRILLAACLICILFQGIKKIWPSPKQATRQIPFIPYISMGVVIILLQTPQ 229
consensus !!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!
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