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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1064766 ACHMXE RS14185 WP 209542910.1 ..MASVNKVILVGNLGRDPETRTFPSGDQVCNATLATTDKWKDKQSGEMREATEWHRLVFNGRLAEIAAQYLRKGSQIYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGA..........PYDEGYGQS........QEAYQRPAQ 134
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVAN....EMKMLGGRNENSGGA..........PYEEGYGQS........QEAYQRPAQ 134
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMP...........AQGGMNVPAQ......Q....GSWG 139
NTDB id 1064766 ACHMXE RS14185 WP 209542910.1 EGQIRTRKYTDKDGVEKYATDIRVD....QMQMLGSRQGQGA............PAGGGYDDGGYSQGGNGGGG..GGGG 140
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGNA 154
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NTDB id 1131 NGFG RS05740 WP 003695064.1 QSRQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 QSRQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QPQQPAKQH.QPMQQSAPQQYSQPQYNE.PPMDFDDDIPF 177
NTDB id 1064766 ACHMXE RS14185 WP 209542910.1 YAPAPARAPAAAPRAPAPAPRQAPAKSSSGFDDMDDDIPF 180
NTDB id 1390 A4U84 RS00055 WP 021115958.1 TRPQPAQKPA..............AQAEPPMDNFDDDIPF 180
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