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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDRN.GQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1064705 ACHMW6 RS35610 WP 395404395.1 ..MASVNKVIIVGNLGRDPEIRYMPSGDAIANIAVATSYRSKDRNTGEQKELTEWHRISFFGRLAEIVGQYLKKGSSVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYD........EGYGQSQEA.......YQRPAQQSR 137
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYE........EGYGQSQEA.......YQRPAQQSR 137
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSWGQPQQPAK.............. 146
NTDB id 1064705 ACHMW6 RS35610 WP 395404395.1 EGRLQTRKYTDKDGVEKYATDIIA....EQMQMLGGRQGMGGDAGMGGDDM....GGYDAPPSRP............... 135
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDF...GGNQG....SGWNQAPAQTNYNQGGYSDNYAQNN 147
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NTDB id 1131 NGFG RS05740 WP 003695064.1 QPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 QPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 QHQPMQ..Q....SAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1064705 ACHMW6 RS35610 WP 395404395.1 APRPQAAPA....PAPAPRPAARPAPNFSDMDDDIPF 168
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NFNGGNATR....PQPAQKPAAQAEPPMDNFDDDIPF 180
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