
logo MKQSLQLRLTSQHLALTPQLQQS IRLLQLSTI
LELHQQELVEQALLSTDENPLLERELDNDEPWLDHTSAVR I

L
G
LADGAS IVNAQGLNQGSSASAEATPLQPTE

NTDB id 1064702 ACHMW6 RS31720 WP 395403098.1 MKQSLQLRTSQHLALTPQLQQSIRLLQLSTLELHQELEQLLSDNPLLERLDDPLDHSVRLLADGAINQGNGSAEAPQ..E 78
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
consensus !!!!!!!! !!!!!!!!!!!!!!!!!!!!!*!!*!!*!! !**!!!!!! **!!*! !* !!! *! * ! ! **!

logo SAPPPAQAGENGAEDSAHAPDSATAEAEADSYEGNGESDGFGDEGSDEGYGDI
T
E
G
D
RSDWSDLDSDGFRANKRKSPDQDSDEDDEDRASPRMPQLERAEANEHCPTLQREFHLLMEQLMARPVLTKVALESAP

NTDB id 1064702 ACHMW6 RS31720 WP 395403098.1 SA.PQGEGESAPSAEADSYEGGEGGEGEGGDIGDSDWSDSGRNKSPDD...EDSRPQLEANHCTLREHLLEQMRVTVAEA 154
NTDB id 1425 RS RS02020 WP 011000369.1 SPPPAANGADHADTAEASYENGSDFDSDYG.TERSDWSLDDFARKPQSDEDDRAPMQLREAEPTQREFLMEQLAPLKLSP 159
consensus !**! * ! ** !!! ! * * !* !!!! * ! **** **!! * ! !!*!*!!* * *

logo RDKRAGLMVEI FI IL IDEASLDDEENGYLETEGPSLDEE IHLADRLPAEELEVELDEELQRATALLRLMLQNSFDPAVGI
VGARNSAASECLATLQI

L
K
QRLDPNSPVPMVATKR

NTDB id 1064702 ACHMW6 RS31720 WP 395403098.1 RDRALMEIIIDALDENGYLEEPLEEIHARLPEELEVELEELRTALLLLQNFDPVGVGARNASECLALQIKRLPNVPMVTR 234
NTDB id 1425 RS RS02020 WP 011000369.1 RDKGLVIFLIESLDDEGYLTGSLDEILADLPAELEVELDELQAALRMLQSFDPAGIGARSAAECLTLQLQRLDSP...AK 236
consensus !!**!* *!* !!* !!! *!*!!*! !! !!!!!!*!! !! *!! !!! !*!!! ! !!! !!* !!* **** *

logo

P
R
L
MALCTIVENKQHLETLWFLAAQRDEFYNTKRLKKALDSCVDDEGDELKRAEAHQAELVIRQSCLANPFHPGAHAEFAGRSADEVASDFYVVPDVI

VVKRKSTARANGWMQAVQSLNNPDV
NTDB id 1064702 ACHMW6 RS31720 WP 395403098.1 RMALCIVEKHLTWFAQREFNKLKKALDCDDEDLREAQAVIRQCNPHPGAEFASDVSDYVVPDVIVKKSRNGWQVSLNNDV 314
NTDB id 1425 RS RS02020 WP 011000369.1 PLALTIVNQHLELLAARDYTRLKKALSVDDGELKAAHELIRSLAPFPGHAFGRAEADFVVPDVVVRKTAAGWMAQLNPDV 316
consensus **!!*!! !! ! !** *!!!!! *!! *!* !* *!! * !*!!* !* !*!!!!!*!*!* !! !!*!!

logo MPRLR I
VNADLMYAQS ILLKRQSGSKRGESGAANQLMQSAQKQLQEAKRWL IKNI

M
Q
RQRFDTI LRVSQAIVERQKNSFFSTHGAE I

VAMRPLVLRE IADT
NTDB id 1064702 ACHMW6 RS31720 WP 395403098.1 MPRLRVNALYASLLKQGKGES...QMSAQLQEAKWLIKNMRQRFDTILRVSQAIVERQKNFFSHGAVAMRPLVLREIADT 391
NTDB id 1425 RS RS02020 WP 011000369.1 MPRLRINDMYAQILRSSRGESGAANLQQKLQEARWLIKNIQQRFDTILRVSQAIVERQKSFFTHGEIAMRPLVLREIADT 396
consensus !!!!!*! *!! *!* *!!!***** !!!!*!!!!!* !!!!!!!!!!!!!!!!!! !!*!! *!!!!!!!!!!!!!

logo LGLHESTI SRVTTNQKYMALTPHMGMTFELKYFFGSHVASTEATGGAEASSTAIRAL IKVQLTVGAEDPKNPLSDSKR IADELMLGEQGFMVI
V

NTDB id 1064702 ACHMW6 RS31720 WP 395403098.1 LGLHESTISRVTTQKYMLTPHGMFELKYFFGSHVATEAGGEASSTAIRALIVQLTGAEDPKNPLSDSKIADMLGEQGMVI 471
NTDB id 1425 RS RS02020 WP 011000369.1 LGLHESTISRVTTNKYMATPMGTFELKYFFGSHVSTETGGAASSTAIRALIKQLVGAEDPKNPLSDSRIAELLGEQGFVV 476
consensus !!!!!!!!!!!!!*!!! !!*! !!!!!!!!!!! !! !! !!!!!!!!!! !! !!!!!!!!!!!!*!!**!!!!! !*

logo ARRTVAKYREALKIPAPVNSLRKSL
NTDB id 1064702 ACHMW6 RS31720 WP 395403098.1 ARRTVAKYREALKIPPVSLRKSL 494
NTDB id 1425 RS RS02020 WP 011000369.1 ARRTVAKYREALKIPAVNLRKSL 499
consensus !!!!!!!!!!!!!!!*! !!!!!



X non conserved

X similar

X ≥ 50% conserved


