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NTDB id 1045 H0N27 RS16330 WP 168727019.1 MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNTPI 80
NTDB id 1064701 ACHMW6 RS30285 WP 395402608.1 ..MRSPRVLVVDDEADLRELLEITLLKMGLDVDSAETLAEARRRYAESEYSLVLTDMRLPDGLGLELVRDVTASGKNIPI 78
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ..MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQTPV 78
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARS 160
NTDB id 1064701 ACHMW6 RS30285 WP 395402608.1 AVVTAFGSADNAVVALKAGAFDYVSKPVQLDQLRVMVQSALKLNDAMPAAADKPAVTSRLRGHSAAIQALRAQIGRLARS 158
NTDB id 1473 PAKAF RS24000 WP 003094694.1 AMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNPE...AEEAPVDNRLLGESPPMRALRNQIGKLARS 155
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VNCGAIPESTAELMEASELFFGYHRKKGASFTGAAITDEQEDRKDQGFL IFLQSAAHNSGGSTLMFLDE
NTDB id 1045 H0N27 RS16330 WP 168727019.1 QAPVFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDE 240
NTDB id 1064701 ACHMW6 RS30285 WP 395402608.1 MAPIAINGESGSGKELAAREIHAQSSRADKAFIAVNCGAIPEALMEAEFFGYRKGAFTGAADERDGFFQAANGGTLMLDE 238
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QAPVYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDE 235
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 IAELPLSMQVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLL 320
NTDB id 1064701 ACHMW6 RS30285 WP 395402608.1 VADLPLAMQVKLLRAIQERRVRKIGATSEEPVDVRIISATHKNLEKLVEEGLFRQDLFYRLNVIELRLAPLRERLDDLEE 318
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VADLPMAMQVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPL 315
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LANHFIQKICMEWETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPF....AS 396
NTDB id 1064701 ACHMW6 RS30285 WP 395402608.1 LTEAILSRLGTFEH..KVTLGPGVLDALRSYSFPGNVRELENILERALAFSNDGVINIEDLALKGAPYAAPPPVTAPAAP 396
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LAERILKRLAGDTGLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGASQEG....... 388
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 AAQSI...................QTTVAAPQAVKKLPSEGLERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLR 457
NTDB id 1064701 ACHMW6 RS30285 WP 395402608.1 AFVSVPAVPAPVVTPAPTAPAAAAPVSAMPPLPAFDVLPSDLPAYLAAVERDIIIRALAQTNYNRTQAAQLLGISFRQLR 476
NTDB id 1473 PAKAF RS24000 WP 003094694.1 ......................AAS......LS....EIDNLEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMR 436
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logo YQRMLQKKFLNGLIQDETEPETAEQEV
NTDB id 1045 H0N27 RS16330 WP 168727019.1 YRLKKFGLDTETEQEV 473
NTDB id 1064701 ACHMW6 RS30285 WP 395402608.1 YQMQKLNIQEPEA... 489
NTDB id 1473 PAKAF RS24000 WP 003094694.1 YRLKKLGID....... 445
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