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NTDB id 1094 KZH42 RS01320 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1089 NMB RS00600 WP 002224767.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRRFGSAQNALSAPAEQVAALIRHKQALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1120 NGFG RS10355 WP 020997408.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1122 OK783 RS09595 WP 003705341.1 ...MTEDERFAWLQLAFTPYIGAESFLLLMRSFGSAQNALSAPAEQVAPAVRHKHALEAWRNAEKRALARQAAEAALEWE 77
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .....MTHLTKLLALLQVPQLGAQRIGRLLSEVDFGEF.CQYDKTALKQMGWNERQIQRWFNPEHKW.....IDQALQWA 69
NTDB id 1361 HI 0985 AAC22646.1 ....MNDITYTLLRLMQVPKLGGVGIDKILSNITLNEL.LNYDDVAFRQMGWGAIQIRRWFKPEAKF.....IEPALVWS 70
NTDB id 1250 GCO85 RS13065 WP 027219989.1 .....MNNLQPLLALNRMKRIGPRTVLKLQKR.WPDLN.LMF...QLSSVDLEEAGLPSWLAQTIKNFDPDFIKTDLNWL 70
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ...MKDQDLAAWLALCFTPKLGSKTISHLLATRLPAQL.QSFTPKQWLACGLKPEQLVFLTTQAAKQ.....AEQCLQWR 71
NTDB id 1064671 ACHFJ9 RS22905 WP 006742929.1 MNRRNNDDLAAWLKLSCLPGIGGVKMNKLLARDTPRNI.VNFSPEQLQQLGLTTKQIQAW.ASTDKE.....VDACLSWL 73
NTDB id 1399 DSB67 RS15600 WP 010645755.1 MTPQNDIDLAAWLKLSCLPGIGGVKMNKLLSKDTPSNI.VQYSTEQLQLLGLTAKQLQAW.SQVDKE.....VDACLTWV 73
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 MRD.GCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMAS 156
NTDB id 1089 NMB RS00600 WP 002224767.1 MRD.GCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLLHKPSAAIVGSRHATPQAMRIAKDFGKSLGGKGIPVVSGMAS 156
NTDB id 1120 NGFG RS10355 WP 020997408.1 MRD.GCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMAS 156
NTDB id 1122 OK783 RS09595 WP 003705341.1 MRD.GCRLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLLHKPSAAIVGSRHATPQAMRIAKDFGRALGGKGIPTVSGMAS 156
NTDB id 1388 A4U84 RS04945 WP 062924099.1 EQD.QQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESLSLPQIAIVGSRDYSHYGEHWAGHFSAELVKHQLAVTSGLAI 148
NTDB id 1361 HI 0985 AAC22646.1 QKE.GNHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTALSQRQMAMVGSRYCTTYGEYWAKHFATELSLAGFTITSGLAL 149
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSALTQPSLAIVGSRNASVTGNENARAFSREISRHGVSIVSGLAL 150
NTDB id 1152 A1552VC RS00200 WP 000654772.1 SAANNRYIVTPHCPLYPRLLKEINSSPPVLFIEGIWEAVHDPAVAIVGSRNASVDGRQIARQFATELAQSGLVVTSGLAL 151
NTDB id 1064671 ACHFJ9 RS22905 WP 006742929.1 EASTNHHILTLTDPLYPPQLKQIVAPPPLLFVQGNSTCLSQPQIAMVGSRNASIDGLQHARHFAAEFVQHDFIVTSGLAL 153
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCLPQPQIAMVGSRNASVDGLQHTRTFASDLVQHDLIVTSGLAL 153
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 GIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1089 NMB RS00600 WP 002224767.1 GIDTAAHQGALQAEGGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1120 NGFG RS10355 WP 020997408.1 GIDTAAHQGALEAEGGTIAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1122 OK783 RS09595 WP 003705341.1 GIDTAAHQGALEAEGGTVAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPYAGNFPRRNRLIAALSQVTLVVE 235
NTDB id 1388 A4U84 RS04945 WP 062924099.1 GIDGFCHQRAANENGITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPIAENFPRRNRIISGLSLGTLVIE 228
NTDB id 1361 HI 0985 AAC22646.1 GIDGHCHQAVVNIQGQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPIAANFPRRNRIISGLSVGTLVVE 229
NTDB id 1250 GCO85 RS13065 WP 027219989.1 GIDAHAHLGCLEGGGKTIAVLGTGIDCIYPRRHLKLAEQITE.NGLLLSEFPLKSPPIAGHFPLRNRIISGLSLCILVIE 229
NTDB id 1152 A1552VC RS00200 WP 000654772.1 GIDGYAHDGALQAQGQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPKADHFPRRNRIISGLSLGVVVVE 230
NTDB id 1064671 ACHFJ9 RS22905 WP 006742929.1 GIDGHAHDGALQAKGKTIAVLGSGLENIYPARHRGLAQRVIE.HGALVSEFRPNAKPRPENFPRRNRIISGLSLGVLVVE 232
NTDB id 1399 DSB67 RS15600 WP 010645755.1 GIDGHAHDGALLAGGKTIAVLGSGLEQVYPARHRGLAQRVAE.NGALVSEFRPDAKPRAENFPRRNRIISGLSLGVLVVE 232
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 AALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKGIPEKRI 315
NTDB id 1089 NMB RS00600 WP 002224767.1 AALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECPGLLQNTGASSYSINKGIPEKRI 315
NTDB id 1120 NGFG RS10355 WP 020997408.1 AALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKDTPDTGR 315
NTDB id 1122 OK783 RS09595 WP 003705341.1 AALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECPGLLQNTGASSYSINKDTPDTGR 315
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIAWQRQSVHIQPSL.FDTKP.... 303
NTDB id 1361 HI 0985 AAC22646.1 ATEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILETLYQHS..IHSQTEIDFDQIA.... 303
NTDB id 1250 GCO85 RS13065 WP 027219989.1 AAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELKIEHHQFT............... 294
NTDB id 1152 A1552VC RS00200 WP 000654772.1 AAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELKNALTWSL............... 295
NTDB id 1064671 ACHFJ9 RS22905 WP 006742929.1 AAERSGSLITARYALEQGREVFALPASINAPNASGGNQLIRHGACLVEKTKDVLDEIQSLLDWSI............... 297
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQSLLDWSI............... 297
consensus !***!!!!!!!**! !**!*!***!*** ** **!***!***!!*!** ******** ***** * *

logo

R
T
T
AVQTVAPNYSEKNDQYSQTVLAVSPKSYLPNQSPDKLTA

E

T
A
D
G
P

I
R
L
K
M
F
A
P
S
K
L
T
A
S
A
L
N
P
R
V
E
I
N
Q
S
G
K
L

G
P
S
A
D
T

D
K
V
A
E
L
G
N
E
A
T
G
R
E

A
T
L
P

C
S
A
V
P

H
Q
G
V
F

Q
G
P
E
K
N
G
S
Q

I
L
F
V
Y
L
E
K
S
A
D
F
Q
K
N
R

I
V
M
S
G
I
L
N
S
Y
F
T
D
E
T
A
P
I
T
V
T
S
P
H
I
V
PDQDIV I

L
I
A
D
E
K
N
S
G
A
E
Q
R
F
S
L
T
D
G
Q
N
A
L
Y
I
M
A
G
S
P
M
A
V
D
E
Q
A
Q
T
V
E
D
A
I
V
L
T
L
M
Y
I
S
V
M
A
E
G
A
QLALDNELELKQLSDDGALVHS IVKIVAQSAEMVNRSPGLGRYKVIY I

Q
R
C
T
V
K
R
E
G
I

NTDB id 1094 KZH42 RS01320 WP 002224767.1 TAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRI 395
NTDB id 1089 NMB RS00600 WP 002224767.1 TAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRI 395
NTDB id 1120 NGFG RS10355 WP 020997408.1 RTVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRI 393
NTDB id 1122 OK783 RS09595 WP 003705341.1 RAVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPVHPDVLAGQLAMPAADLYAALLELELDGSVAAMPGGRYQRI 393
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .......KQAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALIELLNLELLGVVKQVRGGYVIT. 375
NTDB id 1361 HI 0985 AAC22646.1 .....VPNYTPPPDPR...RL.VEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLVQLLDLELQDLIISENGLYKRV. 373
NTDB id 1250 GCO85 RS13065 WP 027219989.1 ...........SNKPIFSLASGKE.....NLVKFIGFETTTIDQIIDRSGYGMEQVTSGLAELELKGAVIAVPGGYIRCE 358
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ......SEQVPYQATLFSAVQSDEELPFPELLANVGIEATPIDILASRTQIPVQDIMMQLLELELLGHVVAVPGGYIRKG 369
NTDB id 1064671 ACHFJ9 RS22905 WP 006742929.1 ......NQS....TDLFSTLNDEEELPFPQLLANVGSEATPVDILANRTNIPVQEVMMQLLELELSGHVVAVSGGYIRKG 367
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ......NQS....LDLFSAPIDEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMMQLLELELSGHVVAVSGGYIRKG 367
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NTDB id 1094 KZH42 RS01320 WP 002224767.1 RT. 397
NTDB id 1089 NMB RS00600 WP 002224767.1 RT. 397
NTDB id 1120 NGFG RS10355 WP 020997408.1 RT. 395
NTDB id 1122 OK783 RS09595 WP 003705341.1 RT. 395
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ... 375
NTDB id 1361 HI 0985 AAC22646.1 ... 373
NTDB id 1250 GCO85 RS13065 WP 027219989.1 YER 361
NTDB id 1152 A1552VC RS00200 WP 000654772.1 RG. 371
NTDB id 1064671 ACHFJ9 RS22905 WP 006742929.1 RG. 369
NTDB id 1399 DSB67 RS15600 WP 010645755.1 RG. 369
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