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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
NTDB id 1064485 ACHEXK RS00345 WP 416547288.1 ..MASVNKVIIVGNLGADPETRYLPSGDAVTSIRVATTDRYKDKQTGEMKEATEWHSISFFAKLAEIAGQYLRKGSQVYV 78
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
consensus **!!!!**!*!! !!**!**!*!*!! ****!!*****!* *!***!*!!!! *******!!*!!*!!*!!* !!*

logo EGKQSR I
L
K
R
Q
S
TRKW

Y
T
Q
G
D
Q
K
S
D
NGVIQDEKRTYSTAYTEDVIQRVGVAQGYNGDNI

S
V
E
L
MKQMLDGSGRAQSNGQSEGMQNSGDGFMPAGSPAEGYDNQEGQSEGMSYNGVWQNSQAEPAAYQTRNPYANSQAQSGSGRW

Q
Y
A
G
S
P
D
P
Q
A
N
R
S
P
Y
D
Q

Q
A
Q
P
N
A
S
K
N
H
NFNGGN

NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYEEGYGQSQEAYQRPAQQSRQPASDAPSH...... 146
NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPYDEGYGQSQEAYQRPAQQSRQPAPDAPSH...... 146
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQ.GGMPAQGGMNV.......PAQQGSWGQPQQPAK...... 146
NTDB id 1064485 ACHEXK RS00345 WP 416547288.1 EGSLRTRKYTDKNGVEKYATDIRA....DSMQMLGSRQGM.GGPSEESG...........ASAGGYAPRQAPA....... 135
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSG.GDFGGNQGSGWNQAPAQTNYNQGGYSDNYAQNNNFNGGN 153
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NTDB id 1103 NMB RS07590 WP 002212976.1 .PQEAP....AAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 .PQEAP....AAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ..QHQPMQQSAPQQYSQPQYNEPPMDFDDDIPF 177
NTDB id 1064485 ACHEXK RS00345 WP 416547288.1 RPQAAPAQR..PAAAAPRPAASSFDEMDDDIPF 166
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ATRPQPAQK..PAA....QAEPPMDNFDDDIPF 180
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