logo

NTDB
NTDB
NTDB
NTDB

id 106436 AABA19 RS07285 WP 338170524.

id 475 HSISS4 RS07005 WP 021143809.1
id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 106436 AABA19 RS07285 WP 338170524.

id 475 HSISS4 RS07005 WP 021143809.1
id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 106436 AABA19 RS07285 WP 338170524.

id 475 HSISS4 RS07005 WP 021143809.1
id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 106436 AABA19 RS07285 WP 338170524.

id 475 HSISS4 RS07005 WP 021143809.1
id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 106436 AABA19 RS07285 WP 338170524.

id 475 HSISS4 RS07005 WP 021143809.1
id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

logo

NTDB
NTDB
NTDB
NTDB

id 106436 AABA19 RS07285 WP 338170524.

id 475 HSISS4 RS07005 WP 021143809.1
id 324 STU RS16140 WP 011226306.1
id 292 STER RS06940 WP 011681419.1

consensus

ML SR DT

.:MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPE LDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPS

*

il

kD Uk Dok D1 okok Dokokok |k | oskokokokokox |

AL

DA

Dotk D Do DD Do D0 ook Do Dotk Dokskor Dokskor Dok Dok D01 Dok Do Dok D1 Dok |

AEDW VSMDGLTYTYK RKPENKW TSEGEEYAJJVTANDEVTGL[NMAADINK I8 YLVQDS AGLpDY

DL

VSE T DAL )

G\§NSIDE SI§V G

VAEDWSVSNDGLTYTYKIRKG KWYTS GEEYA VTAKDFVTGLKHAADGKAG YLVQDSIAGLSDYLSGEINKDFSNVG

VAEDWSVSISDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAG YLVQDSIAGLSDYLSGTNKDFSNVG

NN

Rt RS

AT o0l

]

Tl

Rl

j§ DMEK|SST[JXA LNK FRQAINFAJ3JDREN Q
KTD EK STKKALLNKDFRQ INFAIDRWAYQSQ NGKDGAPLA RNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV
KTDSEKSSTKKALLNKDFRQAINFAIDRIMAYQSQINGKDGATLA RNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV

KTDSEKSSTKKALLNKDFRQAINFAIDRJ4AYQSQINGKDGATL
SR LR DLk Lk L DLk DL L L]

I

A

5

DSD A el o

I

LA SR

N

YIAQNM

TS

ATF T

ol )

EL%KNENY\

|

P

ol

RNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGV
s lokok Dokok D Dok D Dokokokok DD Dok D Dok DD Dokokok Dok D Dok Dok | Dok [ Dok | Do |k

UL

159
158
158
158

238
238
238
238

318
318
318
318

398
398
398
398

478
478
478
478



logo

NTDB id 106436 AABA19 RS07285 WP 338170524.1
NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 324 STU RS16140 WP 011226306.1

NTDB id 292 STER RS06940 WP 011681419.1
consensus

logo

NTDB id 106436 AABA19 RS07285 WP 338170524.1
NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 324 STU RS16140 WP 011226306.1

NTDB id 292 STER RS06940 WP 011681419.1
consensus

logo

NTDB id 106436 AABA19 RS07285 WP 338170524.1
NTDB id 475 HSISS4 RS07005 WP 021143809.1
NTDB id 324 STU RS16140 WP 011226306.1

NTDB id 292 STER RS06940 WP 011681419.1
consensus

T o N T TSR Dl DML AT

NATLNAANAAAEDWDISNGVIW PDYQDPSTYLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALL SAASET
ENYTLNAANAAAEDWDISNEV W PDYQDPSTYLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSD

|

/{EDSS{\“L LA gLéRLi FLA@LW DKNSs@@!&KWKVQEKVWKﬁEYE%REK\

i)

PAKESEE @D T(REAUR T DISISIRMRZS V . SR{GE TIXSERINT VIRIABAYGLTETING . . VIES Y@ V(OB ERMI T DiYA K BN 4TIN
LNEYRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGAS QVGDKNSESDYIJKYVKPQEKVVTKKEYEQSREKWL

LNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPRISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWL
LNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRLTPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWL

0N

KEKKASNEKAQKDLEKHVK I
KEKKESNEKAQKDLEKH VKIS
KEKKESNEKAQKDLEKHVK/EIY
I

X non conserved
B similar
>50% conserved

556
558
558
558

633
637
638
638



