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NTDB id 1064294 ACHFCC RS13485 WP 395142550.1 MFSFFKKKPKTQEAPPPAPAAPEPAPATTEPEKRSWLDRLRGAPAPAPAPAPAPAPAPAPTPSPSPSPEAPAVAQPAPAV 80
NTDB id 1118 NGFG RS11455 WP 003696286.1 MFSFFRRKKKQETP.ALEEAQVQETAAKVESEVAQIVGNIKEDVESLAESVKGRAESAVET....V...SGAVEQ....V 68
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NTDB id 1064294 ACHFCC RS13485 WP 395142550.1 RIDEALYEELEAALLMADAGVKATEYLLQDLRRRVKESKATEPSAVKALLADAITDLLKPLEKSLAIG.LHTPTVIMVVG 234
NTDB id 1118 NGFG RS11455 WP 003696286.1 QIGEDLYEELETVLITGDMGMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAG 224
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NTDB id 1064294 ACHFCC RS13485 WP 395142550.1 VNGAGKTTTIGKLTRRLAEADQKVLLAAADTFRAAAREQLAVWADRNQVEIVSQEGGDPAAVTFDAVHAGKARGCDVVIA 314
NTDB id 1118 NGFG RS11455 WP 003696286.1 INGAGKTTSIGKLAKYFQAQGKSVLLAAGDTFRAAAREQLQAWGGRNNVTVISQTTGDSAAVCFDAVQAAKARGIDIVLA 304
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NTDB id 1064294 ACHFCC RS13485 WP 395142550.1 DTAGRLPTQLHLMEELRKIRRVIAKADPTAPHEVLLVVDGNTGQNALAQVKAFDDALQLTGLIVTKLDGTAKGGVLAAIA 394
NTDB id 1118 NGFG RS11455 WP 003696286.1 DTAGRLPTQLHLMEEIKKVKRVLQKAIPGAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALA 384
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NTDB id 1064294 ACHFCC RS13485 WP 395142550.1 RERPVPVYFIGVGEKLEDLQTFDAREFAQALLS 427
NTDB id 1118 NGFG RS11455 WP 003696286.1 SDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD 417
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