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NTDB id 1361 HI 0985 AAC22646.1 ........MNDITYTLLRLMQVPKLGGVGIDKILSNITLNE.LLNYDDVAFR......QMGWGAIQIRRWFKPEAK.... 61
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NTDB id 1314 DR RS00625 WP 010886768.1 EEARAELNK.AAERGVTLLGRGLPGYPAALEALGDPPAVLWVRGAGGAELLAGLGTVPHSVGIVGTRAASPHALALTRTI 150
NTDB id 1064283 ACHFCC RS02100 WP 395142619.1 .HVETAWQWLGADPRRAVVTLGDAHYPQRLLDIPDPPLLLYTLGRRELL.......NAPSLAIVGSRNPTPQGAENARCF 137
NTDB id 1094 KZH42 RS01320 WP 002224767.1 QAAEAALEWEMRDGC.RLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLL.......HKPSAAIVGSRHATPQAMRIAKDF 139
NTDB id 1089 NMB RS00600 WP 002224767.1 QAAEAALEWEMRDGC.RLMLLQDEDFPEMLTQGLTAPPVLFLRGNVQLL.......HKPSAAIVGSRHATPQAMRIAKDF 139
NTDB id 1122 OK783 RS09595 WP 003705341.1 QAAEAALEWEMRDGC.RLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLL.......HKPSAAIVGSRHATPQAMRIAKDF 139
NTDB id 1120 NGFG RS10355 WP 020997408.1 QAAEAALEWEMRDGC.RLMLLQDEDFPEMLTQGLTAPPVLFLRGNVRLL.......HKPSAAIVGSRHATPQAMRIAKDF 139
NTDB id 1388 A4U84 RS04945 WP 062924099.1 .WIDQALQWAEQ.DQQQILTLFDEDYPFLLKQISTAPPVLFVRGNVESL.......SLPQIAIVGSRDYSHYGEHWAGHF 131
NTDB id 1361 HI 0985 AAC22646.1 .FIEPALVWSQK.EGNHLVNYFSPFYPFLLKQTASFPPLLFVKGNLTAL.......SQRQMAMVGSRYCTTYGEYWAKHF 132
NTDB id 1250 GCO85 RS13065 WP 027219989.1 DFIKTDLNWLSSSENHHILTWDSPYYPALLKEIADPPFILYAKGELSAL.......TQPSLAIVGSRNASVTGNENARAF 133
NTDB id 1399 DSB67 RS15600 WP 010645755.1 .EVDACLTWVAASSHHHILTLADALYPPLLKQTVAPPPLLFVKGEASCL.......PQPQIAMVGSRNASVDGLQHTRTF 136
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NTDB id 1314 DR RS00625 WP 010886768.1 AGELAAAGVLIVSGLARGVDTAAHTAALEAASGEASSPTIGVLGSAVDVIYPRENHDLAGRMV.....VVSEYPLGTGPA 225
NTDB id 1064283 ACHFCC RS02100 WP 395142619.1 ARHLSQAGLTVVSGLALGIDGAAHEGALEGP.....GRTVAVVGTGLDRVYPKRHLALAHRLAD.EGLIVSEYPLGTPPL 211
NTDB id 1094 KZH42 RS01320 WP 002224767.1 GKSLGGKGIPVVSGMASGIDTAAHQGALQAE.....GGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPY 213
NTDB id 1089 NMB RS00600 WP 002224767.1 GKSLGGKGIPVVSGMASGIDTAAHQGALQAE.....GGTIAVWGTGIDRIYPPVNKNLAYEIAE.KGLIVSEFPIGTRPY 213
NTDB id 1122 OK783 RS09595 WP 003705341.1 GRALGGKGIPTVSGMASGIDTAAHQGALEAE.....GGTVAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPY 213
NTDB id 1120 NGFG RS10355 WP 020997408.1 GRALGGKGIPTVSGMASGIDTAAHQGALEAE.....GGTIAVWGTGIDRIYPPANKNLAYEIAE.KGLIVSEFPIGTRPY 213
NTDB id 1388 A4U84 RS04945 WP 062924099.1 SAELVKHQLAVTSGLAIGIDGFCHQRAANEN.....GITIAVLGSGLDQVYPARHKKLAEQIVETSGALVSEFFPSQPPI 206
NTDB id 1361 HI 0985 AAC22646.1 ATELSLAGFTITSGLALGIDGHCHQAVVNIQ.....GQTIAVLGSGLEQIYPSKHQRLSAQIIENNGALVSEFLPNQAPI 207
NTDB id 1250 GCO85 RS13065 WP 027219989.1 SREISRHGVSIVSGLALGIDAHAHLGCLEGG.....GKTIAVLGTGIDCIYPRRHLKLAEQITE.NGLLLSEFPLKSPPI 207
NTDB id 1399 DSB67 RS15600 WP 010645755.1 ASDLVQHDLIVTSGLALGIDGHAHDGALLAG.....GKTIAVLGSGLEQVYPARHRGLAQRVAE.NGALVSEFRPDAKPR 210
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ATELAQSGLVVTSGLALGIDGYAHDGALQAQ.....GQTVAVLGSGLAQVYPKQHQGLAERIIA.QGALVSEFAPHTPPK 208
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NTDB id 1314 DR RS00625 WP 010886768.1 QHHFPSRNRVIAALSAGVLVVEGERKSGSLITATHALDCGRTVFAVPGRAGDPRASGPHALIRDGAVLTESAQDVLTELN 305
NTDB id 1064283 ACHFCC RS02100 WP 395142619.1 KPNFPRRNRIISGMTRGTLVVEAAVHSGSLITARLAAEQGREVFAIPGSIHSPQSRGCHLLIKQGAKLVESAQDILEELR 291
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NTDB id 1089 NMB RS00600 WP 002224767.1 AGNFPRRNRLIAALSQVTLVVEAALESGSLITARLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLVECLDDILNECP 293
NTDB id 1122 OK783 RS09595 WP 003705341.1 AGNFPRRNRLIAALSQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECP 293
NTDB id 1120 NGFG RS10355 WP 020997408.1 AGNFPRRNRLIAALSQVTLVVEAALESGSLITAGLAAEMGREVMAVPGSIDNPHSKGCHKLIKDGAKLTECLDDILNECP 293
NTDB id 1388 A4U84 RS04945 WP 062924099.1 AENFPRRNRIISGLSLGTLVIEATVNSGSLITARYALEQGREVFALPNSVQNPYSEGCHKLIKEGALLVENVEDILEAIA 286
NTDB id 1361 HI 0985 AAC22646.1 AANFPRRNRIISGLSVGTLVVEATEKSGSLITARYALEQNREVFAVPGNIQNKSSQGCHRLIKQGAMLVENAKDILETLY 287
NTDB id 1250 GCO85 RS13065 WP 027219989.1 AGHFPLRNRIISGLSLCILVIEAAIKSGSLITARMALEQNRDVLAIPGSIHNPLARGCHYLLQQGAKLVTSVADVLDELK 287
NTDB id 1399 DSB67 RS15600 WP 010645755.1 AENFPRRNRIISGLSLGVLVVEAAEKSGSLITARYALEQGREVFALPASINAPNASGGNQLIQNGACLVQNTQEVLNEIQ 290
NTDB id 1152 A1552VC RS00200 WP 000654772.1 ADHFPRRNRIISGLSLGVVVVEAAEKSGSLITARYAAEQGREVFVVPGSIFNAASQGSNQLIRQGACLVQSVQQIHQELK 288
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NTDB id 1314 DR RS00625 WP 010886768.1 WGLAPAPAVPD..................................LPPE.QARVLRALQTPATLDDLAATTGLSIPELQT 350
NTDB id 1064283 ACHFCC RS02100 WP 395142619.1 LDAPGPAAC.......................TDPADR.......APTARDPVLEALGHDPASLDALVARTGWPAPELSA 341
NTDB id 1094 KZH42 RS01320 WP 002224767.1 GLLQNTGASSYSINKGIPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYA 373
NTDB id 1089 NMB RS00600 WP 002224767.1 GLLQNTGASSYSINKGIPEKRITAVQTASDQLSLPEGKMPSEKTENRPVGGSILDRMGFDPVHPDVLAGQLAMPAADLYA 373
NTDB id 1122 OK783 RS09595 WP 003705341.1 GLLQNTGASSYSINKDTPDTGRRAVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPVHPDVLAGQLAMPAADLYA 371
NTDB id 1120 NGFG RS10355 WP 020997408.1 GLLQNTGASSYSINKDTPDTGRRTVQTAY..APPPAAKMPSEGAAGGTAVGGILDKMGFDPIHPDVLAGQLAMPAADLYA 371
NTDB id 1388 A4U84 RS04945 WP 062924099.1 WQRQSVHIQPSL.FDT.........KP..KQAVKSEPKFAKNLPELTACQQQLFEQISLEPISVDDLAKATDMAVETALI 354
NTDB id 1361 HI 0985 AAC22646.1 QHS..IHSQTEIDFDQ.........IAVPNYTPPPDPR...RL.VEAPSHPKLYSRIGYTPVSIDDLAEEFNLSVDVLLV 352
NTDB id 1250 GCO85 RS13065 WP 027219989.1 IEHHQ..........................FTSNKPIFSLASGK.....ENLVKFIGFETTTIDQIIDRSGYGMEQVTS 336
NTDB id 1399 DSB67 RS15600 WP 010645755.1 SLLDWS.....................INQSL....DLFSAPIDEEELPFPQLLANVGNEATPVDILASRTNIPVQEVMM 345
NTDB id 1152 A1552VC RS00200 WP 000654772.1 NALTWS.....................LSEQVPYQATLFSAVQSDEELPFPELLANVGIEATPIDILASRTQIPVQDIMM 347
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NTDB id 1314 DR RS00625 WP 010886768.1 ALVMLQLQGLAYEVGGRWSR..... 370
NTDB id 1064283 ACHFCC RS02100 WP 395142619.1 RLLELELEGHVARLPGQLFQRIERA 366
NTDB id 1094 KZH42 RS01320 WP 002224767.1 ALLELELDGSVAAMPGGRYQRIRT. 397
NTDB id 1089 NMB RS00600 WP 002224767.1 ALLELELDGSVAAMPGGRYQRIRT. 397
NTDB id 1122 OK783 RS09595 WP 003705341.1 ALLELELDGSVAAMPGGRYQRIRT. 395
NTDB id 1120 NGFG RS10355 WP 020997408.1 ALLELELDGSVAAMPGGRYQRIRT. 395
NTDB id 1388 A4U84 RS04945 WP 062924099.1 ELLNLELLGVVKQVRGGYVIT.... 375
NTDB id 1361 HI 0985 AAC22646.1 QLLDLELQDLIISENGLYKRV.... 373
NTDB id 1250 GCO85 RS13065 WP 027219989.1 GLAELELKGAVIAVPGGYIRCEYER 361
NTDB id 1399 DSB67 RS15600 WP 010645755.1 QLLELELSGHVVAVSGGYIRKGRG. 369
NTDB id 1152 A1552VC RS00200 WP 000654772.1 QLLELELLGHVVAVPGGYIRKGRG. 371
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