logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1424
1002
1274
1258
1184
1167
1160
1292
1192
1038

1064278 ACHFCC RS00500 WP 395139964.1

1197
1204

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1424
1002
1274
1258
1184
1167
1160
1292
1192
1038

1064278 ACHFCC RS00500 WP 395139964.1

1197
1204

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id

1424
1002
1274
1258
1184
1167
1160
1292
1192
1038

1064278 ACHFCC RS00500 WP 395139964.1

1197
1204

consensus

RS RS02795 WP 011000517.1
ACIAD RS15100 WP 004923779.1
LPP RS09530 WP 011214168.1
GCO85 RS09745 WP 014844212.1
GTF74 RS02335 WP 000649326.1
A1552VC RS11065 WP 000649326.1
ABDM36 RS02330 WP 000649326.1
VP RS12235 WP 005479693.1
PAKAF RS23870 WP 024947914.1
HON27 RS01510 WP 000993725.1

PSJM300 03940 AFN76866.1
PSJM300 03935 AFN76865.1

RS RS02795 WP 011000517.1
ACIAD RS15100 WP 004923779.1
LPP RS09530 WP 011214168.1
GCO85 RS09745 WP 014844212.1
GTF74 RS02335 WP 000649326.1
A1552VC RS11065 WP 000649326.1
ABDM36 RS02330 WP 000649326.1
VP RS12235 WP 005479693.1
PAKAF RS23870 WP 024947914.1
HON27 RS01510 WP 000993725.1

PSJM300 03940 AFN76866.1
PSJM300 03935 AFN76865.1

RS RS02795 WP 011000517.1
ACIAD RS15100 WP 004923779.1
LPP RS09530 WP 011214168.1
GCO85 RS09745 WP 014844212.1
GTF74 RS02335 WP 000649326.1
A1552VC RS11065 WP 000649326.1
ABDM36 RS02330 WP 000649326.1
VP RS12235 WP 005479693.1
PAKAF RS23870 WP 024947914.1
HON27 RS01510 WP 000993725.1

PSJM300 03940 AFN76866.1
PSJM300 03935 AFN76865.1

cesiCHLE AL

WESIBGIRNOAYOKGETLIELMIVVAT '\GILAATATIPEY QY ERYR I3}

ILALTA e e

TEGMRSLAAQAMAL
SEEHATAAGSM
TEMRTLADSA
TEMRTLADSA

ATEGSF|JATTAG
ATEGSF|§ATTAG
.GTAAAATLA.

YIATEGSFPATTAG

........ JUWNQKGFTLIELMIVVAIIGILAATATIPRYQIYYI¥Y S[N REJGH 1

....... AU QRGFTLIELMIVVAIIGILAAT

...... .KTIYSL.TS

HT)YSL.VS
*

v s AETRNVA (i9e2A,nle évqléAék)Ah‘¢vT Fosin, v LA RRARGH T

.[@ssVF. TKNVAN.TIAGTGTVPGQIT TYT. THABCEEEALVPTARG. . . .. .. TAEPHSSAPSEP IM[] Y
SSCV VQEISASNATTNVATA .TCGASSA[EQMIMTMDTTKAKY NITLTPT ................. YAS AVTWKC
Veooo.ooo.. SPAAUWPNVASHE. .ATGA. .NEVITETY . TABRAGCICAMIVMTPTL . . . . ... v v v v v ... QAN@GDV T\
Vo.o.o.o.o.o... SPAATPNVQS ATIGA . . N[¢VERT, IIMTPTL ................ QAN DV Tl

CAAE . L. FiiR . TVEDM.GDGKIV IKY . I§F ...GVVSSSKHEQ A.R IWNGIRW
AA[Y. .. ..... FiR . TVEDM . GD[€KE{V TFD .GVVSSSKEQEA WGIRW
CAAE . L. FiiR . TVEDM . GD[¢KR{V TFD .GVVSSSKHQEA INGIRW
Qe VDVAANDL[EARD . . . .. PTL. TFTFDADSSIDGGI TFT. ATG|l
.TED........ KKEVP VAADANKL[¢TRE{A WTLTFTM GAGPKNKGKI T T.RTA DGLWKC
DV[g........Fl...... ATSSV..CHATYS LK . .PKIATKIMERT .S . TD[EA|ISNeV
ELl........LK.......... N...SDRCTERTPITALSET[EENIVC .LK .PKVANQTMETET . 31A . TD[e{ T\ IS¢
DE[f........YI...... ITDS...TSYCD .. DG.IEC UAK| GNAGKFDGKT TEN . BT . lDGEW CIN
LP[E........ FI ...... IGAS...TNYCT . .ATESITC . TTQNGMPDRFNGKT T A.RT TD[EL|ID(®

* * * * % % kk P
o MEIQ Ag %’i ATIN. o\ or
AQNKAQAASSVAPSGTMS.AAK APAE R. .o 168

............... S.DKKMVIHSE®MRG. . . ........ 147
GG ............... TELAKMRIMASORP . . ......... 136
GG. ..o i TELAKMRIMAS®RP . . ......... 136

L TSETAIZKGOBAGATIN. ... .. 153
T...... .00, TSETAIMKG AGATIN...... 153
1 TSETAZKGOBAGATIN. ... .. 153
PT....... ... .... APAT .AVDGE®S . ........... 139
D. v e QDEQEIIZKGE®SK . . ......... 150
D. v i it iii e PTEBLIZKGOAGTPTEGAITSL 149
T. ... ... .. DAKMKIAGES . . .......... 134
L DAKMKIMGKEOS . . .. ........ 139
D....... ..., DSRMKIMGKM®L . . .......... 141

L éTSkKI ;E olopugarATmasl

TAITNNALIFATQAAMGY

.WSVKS.GTG. .
LAVETK.LS. ..
.KTTIT.GII..

139
133
121
121
134
134
134
127
136
124
121
126
128



(>4 ES

non conserved
similar
>50% conserved



