logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1063826 ACG3JJ RS04465 WP 003107495.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1063826 ACG3JJ RS04465 WP 003107495.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1063826 ACG3JJ RS04465 WP 003107495.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1063826 ACG3JJ RS04465 WP 003107495.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

IR

A

1

DTN ARRR AR e

1 A

AR

e

MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG
MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG

MIQIGK FAGRYRI KB IGRGGMADVYLANDLILDWE VA KVLRTNYQTD[f AVARFQREARAMA L HPWNIVINIMIDIG

)0 el LT

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQYLAMEYVAGLDLKRYBKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA

EEDGQQ LEMEYVWGEDLKR INEEAP B E LEAMALAHF GIVHRDLKPQNILLTEDGERJKVTDFGIAVA
K

0SSR o DT

FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRPLPSVIAENESVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQNPLPSVIAENESVP
FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRPLPSVIAENESVP

CALEN AR AR RSSE sl mRugsAlafogsa L KVSQEI,Eli g

QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHR
QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHR
QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHR
QALENVITIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHR

LSYNRSREEKL FI VE . STKELPKV PVPMYQTKSSV.APRTSG

. . DERUPIRACRENMAANSBAAQSLKNKTSNQD
. . DANGNRIQUDPVPS AR EKKAVAAEPSEPT
PEELE sl P sk bk ] * Pk Dbk |k skok ko btk | okok ok k [N % 5k 3k 3k k o K k k * %k k % *

KL F§

160
160
160
160
160
160
160

240
240
240
240
240
240
240

319
319
319
319
316
318
318



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1063826 ACG3JJ RS04465 WP 003107495.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1063826 ACG3JJ RS04465 WP 003107495.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1063826 ACG3JJ RS04465 WP 003107495.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1063826 ACG3JJ RS04465 WP 003107495.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

gl YCouERFE AL bhAstyov oot Tk Dyt e sk

ADE SRk ¥Av L\ I <=

KNPSQAVTEETYQPQAPKKHRFKMRYLI.LLASLVLVAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEK

EEVDHKEKPKTKPAIFK P\ G L ADF K TFF I LIJANG IAAVBT

PABEJKQPRKKITPAKKKESBNIF STLMK VFMBLMFEGIIIFA
* % % % % * * kkkkxk | sk okoskook sk ok ok ok sk sk sk sk sk sk sk sk sk ok skoksksk sk sk skk ok |k skskoskok |k 1ok | skokoskosk k| >k 5k ok 5k ok sk ok |k ok ok

LKL

e IR A TR s oo e Ml

TEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQS
TEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQS
TEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQS
TEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQS

KMEDTAJMIS
KIEDBNNGA[
EVEDBS\BTE

kokokokokok ko |okokokok |

BN ATy AL YL oL BTSN CRASTEY, SEL KGKYENL IKIE

EESNESEAGTVLKQSLPEGTTYDLSKATQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIE ........ E
EESNESEAGTVLKQSLPEGTTYDLSKATQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENL IK I E |t E
EESNESEAGTVLKQSLPEGTTYDLSKATQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENL IK I E | E
EESNESEAGTVLKQSLPEGTTYDLSKATQIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENL IK I E | E

...................................................................... PNPENYS

Y SN GEPK PEKIRIHPESDKK . [JTLKV . MLKNSTYE INTAMGMISSSRINUAY . .DASDYSS
VI2DB S EGEMRS[ASIP GKNK PKDlKAK KFRVATPKI VT.LTV TA NR.N SSSS EYHDYNTGAKL.

ok ok % ok %ok K ok Kok Xk * 5k ok %k ok % ok % ok Xk * % ok % k ***** * % ok ok ok %

EeSSESE T IIXDVSKBLSV!lTVAKKVT§H§LQ5¥£ES§L£EIKNNL|Q|v KEA BT

EESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAG
EESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAG
EESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAG
EESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAG

1S SERK
LV VATA S LQ SSSS

%k ok k ****!*!

398
398
398
398
393
398
398

469
469
469
469
473
469
470

541
541
541
541
483
543
550

621
621
621
621
546
594
596



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

146 SP RS08570 WP 000614538.1

216 SPD RS08205 WP 000614552.1

182 SPR RS07820 WP 000614552.1

257 KZH43 RS07655 WP 220041236.1
1063826 ACG3JJ RS04465 WP 003107495.1
384 SMU RS02325 WP 002263039.1

467 HSISS4 RS06915 WP 021143821.1

consensus

i

0N

8L |

* % ok % ok %

o R D B Tl

X non conserved
B similar
>50% conserved

659
659
659
659
579
616
624



