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NTDB id 1063810 ACG3JJ RS01180 WP 013794415.1 MINNVVLVGRLTKDAELRYTPSQVAVATFTLAVNRRIKEQNGEREADFINCVIWRDPAVNLEKWTNKGSLIGITGRINTR 80
NTDB id 624 LCA RS00040 WP 011373726.1 MINRVVLVGRLTRDVDLRYTSSGAAVGTFSMAVNRQFTNANGDREADFINCVIWRKSAENFANFTKKGSLVGVDGRLQTR 80
NTDB id 113 BSU 40900 NP 391970.1 MLNRVVLVGRLTKDPELRYTPNGAAVATFTLAVNRTFTNQSGEREADFINCVTWRRQAENVANFLKKGSLAGVDGRLQTR 80
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NTDB id 1063810 ACG3JJ RS01180 WP 013794415.1 NYENQQGQKVYVTEVIADNFQLLESRKDNNQGTPQNN.QGYQQPQNNNQQPQNNYQQNNQGYQQTNNQG.F...NQGQQG 155
NTDB id 624 LCA RS00040 WP 011373726.1 NYENQQGQRVYVTEVVVDNFSLLESRTTTEQRQGDGASQNFNSNQSNGSQ........QSGFTSPQQTGNAPAANNTQAD 152
NTDB id 113 BSU 40900 NP 391970.1 NYENQQGQRVFVTEVQAESVQFLEPKNGGGSGS.....GGYNEGNSGGGQYFGG.GQNDNPFGGNQNNQRRNQGNSFNDD 154
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NTDB id 1063810 ACG3JJ RS01180 WP 013794415.1 SFFDGMTTNPMDISDDDLPF 175
NTDB id 624 LCA RS00040 WP 011373726.1 PF..ANNGQAIDISDDDLPF 170
NTDB id 113 BSU 40900 NP 391970.1 PF..ANDGKPIDISDDDLPF 172
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