
logo METENFTGFKRYS I LASGSSTGNSFYLETPKQKQKRI L IVDAGLSTGKKI
M
S
T
Q
SLLMAE IDRKPVDEDLVDAI L IVTHEHKSDHIHKGVGVLARKYGHLD

NTDB id 1063802 ACG3JF RS09705 WP 037619792.1 MENFGFKYSILASGSTGNSFYLETPKQKILVDAGLTGKKMTSLLAEIDRKPEDLDAILITHEHSDHIKGVGVLARKYHLD 80
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLD 80
consensus ! !!*!!!!!!!!*!!!!!!!!! *!!*!!!!*!!!** !*!!!!!!**!*!!!!*!!!! !!!*!!!!!!!!!*!!

logo

I
VYANAQANTWKQAI IMDDRGNMIGKIDSVESHQKHI FDLRDGKTVI

MTFGDIDI ESFGVSHDAAHDQPQFYRFLMKDGNKSFVI
MLTDTGYVSDRMASDG

NTDB id 1063802 ACG3JF RS09705 WP 037619792.1 IYANQNTWKIIDDRNMIGKIDSEHKHIFDRDKVMTFGDIDIESFGVSHDAHDPQFYRFMKDNKSFVMLTDTGYVSDRMSG 160
NTDB id 383 SMU RS06875 WP 002262928.1 VYANAATWQAMD..GMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMAD 158
consensus *!!! !! *!** !!!!!! *!!!!! ! *!!!!!!!!!!!!!!!!* !!!!! !!! !!!!*!!!!!!!!!!!

logo

I
L I ENADGYL I ESNHDI E I LRSGGIYPWSLKQR I LSDKRGHLSNDEDGAEQATMI

VRSTLMGNAKTKKIYLGHLSKENNI
VKELAHMTMEKN

NTDB id 1063802 ACG3JF RS09705 WP 037619792.1 IIENADGYLIESNHDIEILRSGGYPWSLKQRILSDRGHLSNEDGAQAMIRSMGNATKKIYLGHLSKENNIKELAHMTMEN 240
NTDB id 383 SMU RS06875 WP 002262928.1 LIENADGYLIESNHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKN 238
consensus *!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!*!!!!!*!!! !*!**!! !!!!!!!!!!!!!!*!!!!!!!! !

logo

A
QLAMMQADLAVDGHSDFKI

VYDTSPDTALSPLATDKI
NTDB id 1063802 ACG3JF RS09705 WP 037619792.1 QLAMADLAVGSDFKVYDTSPDTASPLTDI 269
NTDB id 383 SMU RS06875 WP 002262928.1 ALMQADLAVDHDFKIYDTSPDTALPLAKI 267
consensus ! !!!!! *!!!*!!!!!!!! !! !

X non conserved

X similar

X ≥ 50% conserved


