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TEKNGFTLLESL ILVLSLAS IVLLTVAVLVFTTLVPPAVYDTHNLTAVRQAKATESQLKQKNDIMQLATQEQTAIASERHQKQRTKI LTFHLKPKEHEKYKQ

NTDB id 1063380 ACGLYC RS11985 WP 007408322.1 MNNNRRTENGFTLLESLIVLSLASVLLTVLFTTVPPVYTHLAVRQKTEQLQKDIQLAQETAIAEHKRTKITFLPKEHKYK 80
NTDB id 99 BSU 24700 NP 390350.1 MNIKLNEEKGFTLLESLLVLSLASILLVAVFTTLPPAYDNTAVRQAASQLKNDIMLTQQTAISRQQRTKILFHKK..EYQ 78
consensus !! ! !!!!!!!!*!!!!!!*!! *!!!*!! ! * !!!! !! !! ! ! !!! * !!!! !**!** !

logo LQVI
SGDGRTI

V
I
VERPSFYADTGSLHS I ETLLVTLKPDERSLEFNEKGHPNASGGKIQRLVKGSAHGAFTVYDE ITVYLGSGNRVHNAVEKRK

NTDB id 1063380 ACGLYC RS11985 WP 007408322.1 LQSGGRIVERSFD.SLHITLVTLPESLEFNEKGHPNSGGKIQLKSAGFTYEITVYLGSGNVHAKRK 145
NTDB id 99 BSU 24700 NP 390350.1 LVIGDTVIERPYATGLSIELLTLKDRLEFNEKGHPNAGGKIRVKGH.AVYDITVYLGSGRVNVERK 143
consensus ! ! **!!** * !*! !*!!** !!!!!!!!!! !!!! *! ** !*!!!!!!!! !* !!
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X ≥ 50% conserved


