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NKSWKPQELAS I SYHQFTI

VFQKDSETPPVI
MDWTDEAI EKGYAAEADGAI

VSFEAQRRNTKRAF I LVFLRLNSTSEPTVNPSYEKKAVTVPF
NTDB id 1063342 ACGLYC RS01770 WP 015239128.1 MNKSWKPQELAISYHQFTIFQKDSEPPVIDWTDEAIEKGYAEADGAVSFEARRNTRAFIVLRLNTSEPVPSYEKKATVPF 80
NTDB id 111 BSU 03420 NP 388224.1 MIKSWKPQELSISYHQFTVFQKDSTPPVMDWTDEAIEKGYAAADGAISFEAQRNTKAFILFRLNSSETVNSYEKKVTVPF 80
consensus ! !!!!!!!! !!!!!!!*!!!!! !!!*!!!!!!!!!!!! !!!!*!!!! !!!*!!!* !!!*!!*!*!!!!! !!!!
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NTDB id 1063342 ACGLYC RS01770 WP 015239128.1 EAVKDGIEIESVMSKRLSFNIPKGRYSLTCYSVPAELSDLHADTYIIDAAAM 132
NTDB id 111 BSU 03420 NP 388224.1 HVTENGIHIESIMSKRLSFDLPKGDYQLTCWTVPAEMSDLHADTYIIDAVSV 132
consensus * !!*!!!*!!!!!!! *!!! ! !!!**!!!!*!!!!!!!!!!!! *
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X ≥ 50% conserved


