logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381 SMU RS09890 WP 002262650.1
425 SGO RS10525 WP 012131081.1

106327 AABA14 RS11150 WP 000681601.

256 KZH43 RS10270 WP 000681597.1
215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381 SMU RS09890 WP 002262650.1
425 SGO RS10525 WP 012131081.1

106327 AABA14 RS11150 WP 000681601.

256 KZH43 RS10270 WP 000681597.1
215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381 SMU RS09890 WP 002262650.1
425 SGO RS10525 WP 012131081.1

106327 AABA14 RS11150 WP 000681601.

256 KZH43 RS10270 WP 000681597.1
215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381 SMU RS09890 WP 002262650.1
425 SGO RS10525 WP 012131081.1

106327 AABA14 RS11150 WP 000681601.

256 KZH43 RS10270 WP 000681597.1
215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1

consensus

|

NSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY
NSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY
NSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY
NSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY
BNSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY
MINSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITY

kokokokok | okokok ook | * NN rrrrnr i

AT

kP peueivastrs s trouTos S Jsnams o Tl OAouY

:MKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN.
AMKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNP

AMKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNR
AMKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVNR
AMKHLKTFYKKWFQLLVVIVISFFSGALGSFSITQLTQKSSVN

kokk bokskkok Iksk | k%

SORSE  cAbooseelsOE

s % % %k %k o K K K ok ok ok

Wogell TR AKDIR

* % %k % ok % k

ASEATAGE DSHLT E

N NN

1 LoV VSIS ST TTA

AV KISSIQVTTVAEF S|BK |SVGEJJATAIGSPLGS YAN VT GIVSSLERHV BIMRE G WISTRNAIQTDINAINPGN
VV I KVE§JVAEFGDSSKLTVGETAIAIGSPLGS YANTVTQGIVSSLERNVSE SEDGQMI TMNAIQTDIAINPGN
AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSL SEDGQAISTKAIQTDTAINPGN
AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN
AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN
AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN
AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN
AVVKISSEKVTTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGN

L TR

BMNGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRL
BRGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRL
BRGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRL
BNGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRL

BGGTSVEGLGFAIPANDAINITIEQLEKNGKVTRPALGIQMVNLSNVSTSDIRRL

B GGTSVEGLGFATPANDAINT IEQLEKNGKVTRPALGIQMVNLSN [JTSDIRRL
NI P D L e LT b U Dok Lok ]

158
154
153
153
153
153
153
153

238
234
233
233
233
233
233
233

318
312
309
309
309
309
309
309



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381 SMU RS09890 WP 002262650.1

425 SGO RS10525 WP 012131081.1
106327 AABA14 RS11150 WP 000681601.1
256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381 SMU RS09890 WP 002262650.1

425 SGO RS10525 WP 012131081.1
106327 AABA14 RS11150 WP 000681601.1
256 KZH43 RS10270 WP 000681597.1

215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1

consensus

VR s

TS RS A D DRES LS

(TIPS VTSG
4 PENVESGV

[

Q
NIPSNVTSGV VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSG
VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSG

VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSG
VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSG
VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLNKSSG

VRSVQSNMPANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKL KSSG
N IR N N e N Tkxl L1 Tl NIRRT EFTEN Y

402
397
393
393
393
393
393
393

X non conserved
B similar
> 50% conserved

398
392
389
389
389
389
389
389



