logo

NTDB id 1063057 ACG4IQ RS04215 WP 001911421.

NTDB id 1151 GTF74 RS04205 WP 001911421.1
consensus

logo

NTDB id 1063057 ACG4IQ RS04215 WP 001911421.

NTDB id 1151 GTF74 RS04205 WP 001911421.1
consensus

logo

NTDB id 1063057 ACG4IQ RS04215 WP 001911421.

NTDB id 1151 GTF74 RS04205 WP 001911421.1
consensus

logo

NTDB id 1063057 ACG4IQ RS04215 WP 001911421.

NTDB id 1151 GTF74 RS04205 WP 001911421.1
consensus

logo

NTDB id 1063057 ACG4IQ RS04215 WP 001911421.

NTDB id 1151 GTF74 RS04205 WP 001911421.1
consensus

logo

NTDB id 1063057 ACG4IQ RS04215 WP 001911421.

NTDB id 1151 GTF74 RS04205 WP 001911421.1
consensus

logo

NTDB id 1063057 ACG4IQ RS04215 WP 001911421.

NTDB id 1151 GTF74 RS04205 WP 001911421.1
consensus

ALY UL PLVLALRD OIPPL LRSI DAL

MFRTLLYGCLLNILIPSLVLALDKSMSIFYPLPIQEQGKVIVAQNLYLGSDGGIWVHDVHGKVMYFDGQNVLPRRGSVLP

MFRTLLYGCLLNILIPSLVLALDKSMSIFYPLPIQEQGKVIVAQNLYLGSDGGIWVHDVHGKVMYFDGQNVLPRRGSVLP
N

VA LT L LT | DO R AL

QLSSHIVYANSAFWAFEQHELFRTYPGGERELMLSLTPGTQIIQMGASNGMIWMVDGENFYSYEIRSGRVESLSLHELYQ

QLSSHIVYANSAFWAFEQHELFRTYPGGERELMLSLTPGTQIIQMGASNGMIWMVDGENFYSYEIRSGRVESLSLHELYQ
DL e e e rrrrrrrrrrrrrrrrrrnd

ORISR ALATN LR Ao LR IR AL D L

LNSASKVVINDAQFLVSKWALATNVGVYLSDEQGFAHVKNSGKHFIQKLYFSHKRRELLVGSKRGALVIDIENKRPPLDR

LNSASKVVINDAQFLVSKWALATNVGVYLSDEQGFAHVKNSGKHFIQKLYFSHKRRELLVGSKRGALVIDIENKRPPLDR
Prrr e e rrrrrrrrrrrrrrrrrrrrnd

ST | TELPH T VLEVDC LA VR T 1

IGSSHVLSIAETEKEYWIGTEDGLFVYSFITGKIVQLESNNQDGYALLGKKIYAMVNDFQGGMWIGTDKGIFYYSLFGQQ

IGSSHVLSIAETEKEYWIGTEDGLFVYSFITGKIVQLESNNQDGYALLGKKIYAMVNDFQGGMWIGTDKGIFYYSLFGQQ
Pttt et rrr ettt rrrnnd

A0 TP LD DA LR L T e, IR

FTRYPAQALSNDGSKTPIGKIAALNSDGDYLAITAQGLYNFNFSDELRKHLIYPGKVNDFVIAQEHLWIATEKGLVRYNL

FTRYPAQALSNDGSKTPIGKIAALNSDGDYLAITAQGLYNFNFSDELRKHLIYPGKVNDFVIAQEHLWIATEKGLVRYNL
Prrr e e e e rrrrrrrrrrrrrrrrrrrnd

AL LA TSN SLOEARDYSE) S RITLLAMLV

SRRSIDTPNLPLPLLQTAIQHLSLDSDGNLWGTSDYQIWSYSLSEKNYRDYGSEWMVKAFSPSRITLLAAVKDGIVIGTE
SRRSIDTPNLPLPLLQTAIQHLSLDSDGNLWGTSDYQIWSYSLSEKNYRDYGSEWMVKAFSPSRITLLAAVKDGIVIGTE
PLLL b bbb bbb r e bt

AULERRORSHY AR o L SYRABME ATVELIEEL L KL LT

HGAYSLLEKQIRFDFSSHRYGEILQVAEDSSGHIWLVGSYGVFQWRKDQPEAVTVELIEENIQPLCIAESKQGMWLISTK

HGAYSLLEKQIRFDFSSHRYGEILQVAEDSSGHIWLVGSYGVFQWRKDQPEAVTVELIEENIQPLCIAESKQGMWLISTK
Pt et rrr e rrrr e rrr e et rrrr et

80

160
160

240
240

320
320

400
400

480
480

560
560



logo

NTDB id 1063057 ACG4IQ RS04215 WP 001911421.

NTDB id 1151 GTF74 RS04205 WP 001911421.1
consensus

logo

NTDB id 1063057 ACG4IQ RS04215 WP 001911421.

NTDB id 1151 GTF74 RS04205 WP 001911421.1
consensus

logo

NTDB id 1063057 ACG4IQ RS04215 WP 001911421.

NTDB id 1151 GTF74 RS04205 WP 001911421.1
consensus

logo

NTDB id 1063057 ACG4IQ RS04215 WP 001911421.

NTDB id 1151 GTF74 RS04205 WP 001911421.1
consensus

logo

NTDB id 1063057 ACG4IQ RS04215 WP 001911421.

NTDB id 1151 GTF74 RS04205 WP 001911421.1
consensus

logo

NTDB id 1063057 ACG4IQ RS04215 WP 001911421.

NTDB id 1151 GTF74 RS04205 WP 001911421.1
consensus

logo

NTDB id 1063057 ACG4IQ RS04215 WP 001911421.

NTDB id 1151 GTF74 RS04205 WP 001911421.1
consensus

[ e o O o T B B B B B A A A e

RS IRRE A SN EHUR GE AL L LKA TR AL

LGYRMSEPLKIAYGDSISFQFGALPSSRSQSLEYKLNDEQQWQRFDWALLNFDQLLPGKYRLKVRSANPTQRYRTEALFD

LGYRMSEPLKIAYGDSISFQFGALPSSRSQSLEYKLNDEQQWQRFDWALLNFDQLLPGKYRLKVRSANPTQRYRTEALFD
PLLr e e rrrrrrrrrrrrrrrrrrrnd

Y OALVNVLLLAL R AR SR L |

FEVLQPWYMTSIALVGYVLSVLGLLALALWWRTRMILAANRKLKAQVELKTSQLRHQSKIVLSNNHQLRKQLQLHHTILG

FEVLQPWYMTSTALVGYVLSVLGLLALALWWRTRMILAANRKLKAQVELKTSQLRHQSKIVLSNNHQLRKQLQLHHTILG
Prrr e e rrrrrrrrrrrrrrrrrrrnd

LD TARR e LA R SR EALAS LY

NVLDNIDASLRHLSSYAKVRAWSEFEAPFNKVKQELAQLHFMHRGDEDESKYHDLHLLIESALKSWQEEYSKALIKLTYS

NVLDNIDASLRHLSSYAKVRAWSEFEAPFNKVKQELAQLHFMHRGDEDESKYHDLHLLIESALKSWQEEYSKALIKLTYS
Pttt r et rrr et et rrrrrrrnnd

L T T O T O T T e e o v O O B

1114
1114

640
640

720
720

800
800

880
880

960
960

1040
1040



(>4 ES

non conserved
similar
>50% conserved



