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NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT DELL l 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT ARFAQKIAGGINNAF IDAEHALDPI\YARWALGVN DELL 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT AMPNQKIAGGIWNAF IDAEHALDPI\Y ALNNLGVN DELL 153
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT AMFNQKIAGGIWNAF IDAEHALDPJ\Y ARWALGVN DELL 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ARPNQKIAGGINNAFIDAEHALDPI\Y ALNNLGVN DELL 153
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT AMFNQKIAGGIWNAF IDAEHALDPJ\Y ARWALGVN DELL 153
NTDB id 527 SMSK321 RS11065 WP 001085454.1 I EIYGPESSGKTT ANFAQKIAGGINAAF IDAEHALDPI\YARWALGVN DELL 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT ARFNQKBIGGINNAF IDAEHALDPI\Y ARWALGVN DELL 153
NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT AMFNQKIAGGIWNAF IDAEHALDPJA\Y ARWALGVN DELL 153
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIAYQEIRGGOFNAF IDAEHALDPNYY A[IML.GVN ELL 138
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AIYQK[R]G GENA IDAEA DPIAYAWNLGVN D LL 140
NTDB id 1313 DR RS12030 WP 010888966.1 IEIYGPESGKTT AMFAQKINGGINGAF IDAEHALDP\YYARYNLGVNWWDELL SQPDRGEQALE T}yl 152
NTDB id 1245 Cj16730 YP 002345041.1 I EIYGPESSGKTT AINGQOKINGGYAMAF IDAEHALDQAYY AIQYL. GV NND L SQPDIIGEQALEI\Y 139
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AINGOKNGGUAGAF IDAEHALDAIY AQML.GV ¥ WNLL SQPD GEQALET|H 141
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINEQOKINGGNAMAF IDAEHALDA:IY ANGML.GV Iy NLL. SQPD GEQALETI|H 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AQKGGAFIDAEHADYALG N EL SQPDIIGEQALE I\ 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT AQKAFIDAEHALDPYALGVNDELL SQPDRNIGEQALET[¢ 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT VI§AF DAEHARDPWY ABRIL G V)Y SQPD GEQALEI(® 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT VAGAF DAEHAIRDPWMY AIRYL G VI SQPD GEQALEI[Y 140
NTDB id 1123 0K783 RS03845 WP 003688695.1 I EI GPESSGKTT WI§AF DAEHAIRDPWY ARYL G V)Y SQPD GEQALEI(® 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INGAFTDAEHALDUMRY ADIYL G V)Y SQPD GEQALEIJA 148
NTDB id 1062715 ACG4IU RS01600 WP 000344154.1 jSEuEEeIziciciel.dny IGUNEAF TDAEHALDPWIY AJQSL.GVN SQPD GEQALEI(® 139
NTDB id 1165 A1552VC RS01565 WP 000344154.1 I EI GPESSGKTT GUNGAFIDAEHALDPWIYAJSYLGVN SQPD GEQALEI[® 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT IWNEAFIDAEHALDPWIY AJSYLGVN SQPD GEQALEI[Y 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SQPD GEQALEIpy 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT INGAFTDAEHALDP[]Y ARASLGV SQPDBIGEQALE I\ 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT INMAFIDAEHALDP[R]Y ARASL.GV SQPDIYGEQALETIN 139
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NTDB id 600 KW2 RS01765 WP 011675413.1 G MGDSEVGLQAR K 233
NTDB id 269 KZH43 RS08665 WP 001085462.1 GDHMGDSHVGLQAR K 232
NTDB id 228 SPD RS09265 WP 001085462.1 GDMGDSHVGLQAR K 232
NTDB id 194 SPR RS08825 WP 001085462.1 GDHMGDSHVGLQAR K 232
NTDB id 159 SP RS09750 WP 001085462.1 GDMGDSHVGLQAR K 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDMGDSHVGLQAR K 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDHMGDSHVGLQAR K 232
NTDB id 408 SMU RS09530 WP 002262392.1 GDMGDSHVGLQAR K 232
NTDB id 453 Spy49 1753c ACI62003.1 GDHMGDSHVGLQAR K 232
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR K 217
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR K 219
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSIJGLQAR G . 231
NTDB id 1245 Cj1673c YP 002345041.1 GDMGD[NHVGLQAR 219
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGD[NHVGLQAR 221
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGD[NHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLJEIAR . 227
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR . 235
NTDB id 1130 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1123 0K783 RS03845 WP 003688695.1 GDMGDSHVGLQAR . 219
NTDB id 1427 RS RS02760 WP 011000510.1 MGD [BJGLQAR . 227
NTDB id 1062715 ACG4IU RS01600 WP 000344154.1 MGDSH GLQAR . 218
NTDB id 1165 A1552VC RS01565 WP 000344154.1 MGDSH GLQAR . 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 MGDSH GLQAR . 218
NTDB id 1205 PSJM300 05545 AFN77183.1 MGD HVGLQAR . 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 MGDSH GLQAR . 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 MGDSH GLQAR . 218
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NTDB id 600 KW2 RS01765 WP 011675413.1 GSTKIEEGS. KVVKNKVAPPF IM GEGISEMGEL N 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 228 SPD RS09265 WP 001085462.1 IGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 194 SPR RS08825 WP 001085462.1 IMGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 159 SP RS09750 WP 001085462.1 IGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IMGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 GNTQIKGTG. KVVKNKVAPPF IfNYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 IMGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 115 BSU 16940 NP 389576.2 RAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 292
NTDB id 625 LCA RS02525 WP 011374196.1 IMBAETIKNGT. . ... KVVKNKVAPPF IMYG GIS D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KRVKNKVARPF G 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNBEP KVVKNKVAPPF M GEG S 294
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS 296
NTDB id 1211 C694 RS00795 WP 000963128.1 R ....L.KQNEQH BKVVKNKVAPPF IM GEGIS 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 IMBSLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMBCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 IMBTGS....I.KKGEEV KV KNKVAPPF 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 IMBTGS....I.KKGEEV KV KNKVAPPF 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 BRTGS. ...I.KKGEEV KV KNKVAPPF 294
NTDB id 1427 RS RS02760 WP 011000510.1 IMBIGS....I.KKGBEV KVVKNKVAPPF 302
NTDB id 1062715 ACG4IU RS01600 WP 000344154.1 IBRTGA....I.KEGEEV KVVKNK ARPF 293
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IMBTGA....I.KEGEEV KVVKNK ARPF 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R ..I.KEG KVVKNK ARPF 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R . .V.KEG KVVKNKVAPPF 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R . .V.KEG KVVKNK APPF 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R .V.KEG KVVKNK APPF 293
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269 KZH43 RS08665 WP 001085462.1
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1245 Cj1673c YP 002345041.1 QNSMEMEGMI. .. .. SGSEDDE. .GE. .
1214 NCTC11637 00359 SQJ03206.1 ESIESNEET..... MPLPDEP. .LE. .
1211 C694 RS00795 WP 000963128.1 SNEEI..... MPLPDEP. .LE. .
1334 RAOC RS04870 WP 004918236.1

1389 A4U84 RS07560 WP 021112712.1 GTENIRICNIWAVKIBAKINPANADKIEE(OE@INTLESNPNS. . . . . VLKATASDSND. .
1130 NGFG RS03960 WP 003688695.1 GAIGNeIn[eICIN| VR VERNKIHNARISEVRAKIBIALNEMEMHT . . . . . TEGT...... Q..
1124 NGFG RS03960 WP 003688695.1 GAJQNeIa[eI| VRV ERNK NN SEVAA KIBIALNEMEMHT . . . . . TEGT...... Q..
1123 0K783 RS03845 WP 003688695.1 GAJGNeInle G| VR VIRAK NN SEpBIA KIBJA L NEMEMHT . . . . . TEGT...... Q..
1427 RS RS02760 WP 011000510.1  GERENeIa[¢INCREBNRIHAINNA RSN KMIEHLEMTPMG . . . . . AV.TLAEEVEE. .
1062715 ACG4IU RS01600 WP 000344154.1 GDjeNelRledSAIWACKMRKINWANIAK TEBKKMIEMLLNPENM. . . . . QLIAETSSAAD..
1165 A1552VC RS01565 WP 000344154.1 = GDi@NIR[eIANVNCKISNKIHWARIAKTERKKIMIEMLLNPENM. . . . . QLIAETSSAAD..
1142 GTF74 RS11550 WP 000344154.1 = GDpeRela(elAWACKMMRKINPANIAK TEBKKMIEMLLNPENM. . . . . QLIAETSSAAD..
1205 PSJM300 05545 AFN77183.1 G SjGNel(edA WA KMSHEIBIANIG Qs OIAKLLMTSAN . . . . . TKATPVAEDLA. .

1022 ACIAD RS06390 WP 004925639.1 = GNp@Rea[eNN\|V IRSHEDNANIS TIRSA VIBIEQLLTKASD . . . . . QTAA .HDETEE. .
1074 ABD1 RS10195 WP 000344167.1 GNjQEeja[edN|||V IRME EIBNERIABERNBIEQLLTTGTN. . . . . GAVQ.I.EDEE..
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NTDB id 1245 Cj1673c YP 002345041.1 Ce 343
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R 347
NTDB id 1211 C694 RS00795 WP 000963128.1 R 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 C 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 C 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 C 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 - 348
NTDB id 1123 0K783 RS03845 WP 003688695.1 R 348
NTDB id 1427 RS RS02760 WP 011000510.1 C 352
NTDB id 1062715 ACG4IU RS01600 WP 000344154.1 ... 354
NTDB id 1165 A1552VC RS01565 WP 000344154.1 C 354
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NTDB id 1074 ABD1 RS10195 WP 000344167.1 R 349
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